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Hormone receptor 4 (DHR4), putative  [Source:UniPr− Smp_041540
Cilia− and flagella−associated protein 45  [Source− Smp_172140
Putative rootletin (Ciliary rootlet coiled−coil pr− Smp_147890
Putative radial spokehead−l  [Source:UniProtKB/TrE− Smp_134660
DHC_N1 domain−containing protein  [Source:UniProtK− Smp_337220
Macrophage scavenger receptor−related  [Source:Uni− Smp_168590
C−type lectin domain−containing protein  [Source:U− Smp_246770
− Smp_164400
− Smp_324380
C−type lectin domain−containing protein  [Source:U− Smp_078720
Boule−related  [Source:UniProtKB/TrEMBL;Acc:A0A5K4− Smp_144860
CEP209_CC5 domain−containing protein  [Source:UniP− Smp_245100
Sporozoite surface protein 2−like  [Source:UniProt− Smp_074570
Protein lifeguard 4  [Source:UniProtKB/TrEMBL;Acc:− Smp_331900
− Smp_329670
Integrase catalytic domain−containing protein  [So− Smp_176570
Zinc finger, CCHC−type  [Source:UniProtKB/TrEMBL;A− Smp_195070
Thioredoxin  [Source:UniProtKB/TrEMBL;Acc:Q6B963]− Smp_054470
Mediator of RNA polymerase II transcription subuni− Smp_144500
Ovule protein  [Source:UniProtKB/TrEMBL;Acc:A0A5K4− Smp_328620
TBD domain−containing protein  [Source:UniProtKB/T− Smp_344490
HORMA domain−containing protein  [Source:UniProtKB− Smp_169930
F−box domain−containing protein  [Source:UniProtKB− Smp_061210
Ig−like domain−containing protein  [Source:UniProt− Smp_051290
Putative progesterone−induced−blocking factor  [So− Smp_145580
− Smp_323900
− Smp_123220
Outer kinetochore protein DAD4  [Source:UniProtKB/− Smp_327680
Transposase  [Source:UniProtKB/TrEMBL;Acc:A0A5K4F5− Smp_322990
Eukaryotic peptide chain release factor subunit 1 − Smp_066630
Putative plexin  [Source:UniProtKB/TrEMBL;Acc:A0A3− Smp_145420
Plectin  [Source:UniProtKB/TrEMBL;Acc:A0A5K4F5Q6]− Smp_315810
− Smp_201970
Metalloendopeptidase  [Source:UniProtKB/TrEMBL;Acc− Smp_241470
Secreted protein  [Source:UniProtKB/TrEMBL;Acc:G4V− Smp_062620
Putative unkempt protein  [Source:UniProtKB/TrEMBL− Smp_154250
Putative leukocyte receptor cluster (Lrc) member  − Smp_097830
Transcriptional cofactor CA150  [Source:UniProtKB/− Smp_213300
YTH domain−containing protein  [Source:UniProtKB/T− Smp_323830
Secreted protein  [Source:UniProtKB/TrEMBL;Acc:C4Q− Smp_111340
− Smp_200900
− Smp_201810
Putative uridine phosphorylase  [Source:UniProtKB/− Smp_308145
14 kDa fatty acid−binding protein  [Source:UniProt− Smp_095360
Glutathione transferase  [Source:UniProtKB/TrEMBL;− Smp_333010
60S ribosomal protein L6  [Source:UniProtKB/TrEMBL− Smp_340210
− Smp_348820
Histone H3  [Source:UniProtKB/TrEMBL;Acc:C4QJB5]− Smp_348800
40S ribosomal protein S21  [Source:UniProtKB/TrEMB− Smp_146190
60S ribosomal protein L32  [Source:UniProtKB/TrEMB− Smp_322560
40S ribosomal protein S26  [Source:UniProtKB/TrEMB− Smp_031310
Linker histone H1  [Source:UniProtKB/TrEMBL;Acc:G4− Smp_162370
Queuosine salvage protein  [Source:UniProtKB/TrEMB− Smp_094920
Smp_202770  [Source:UniProtKB/TrEMBL;Acc:G4LWL0]− Smp_202770
GDNF domain−containing protein  [Source:UniProtKB/− Smp_319650
− Smp_058990
Putative dna−binding protein inhibitor  [Source:Un− Smp_155360
DNA replication licensing factor MCM7  [Source:Uni− Smp_032500
Ribonucleoside−diphosphate reductase small chain, − Smp_055890
Kinetochore protein SPC25  [Source:UniProtKB/TrEMB− Smp_164950
Putative nuclear autoantigenic sperm protein (Nasp− Smp_058320
Putative retinoblastoma−binding protein 4 (Rbbp4) − Smp_212260
Serine/threonine−protein kinase PLK  [Source:UniPr− Smp_009600
Major egg antigen  [Source:UniProtKB/TrEMBL;Acc:A0− Smp_302290
RRM domain−containing protein  [Source:UniProtKB/T− Smp_203630
10 kDa heat shock protein, mitochondrial  [Source:− Smp_097380
− Smp_326460
Proteasome subunit beta  [Source:UniProtKB/TrEMBL;− Smp_305800
NADH−ubiquinone oxidoreductase chain 4  [Source:Un− Smp_900090
Cellular tumor antigen P53, putative  [Source:UniP− Smp_139530
− Smp_113620
DNA replication licensing factor MCM6  [Source:Uni− Smp_094140
Ovule protein  [Source:UniProtKB/TrEMBL;Acc:G4M225− Smp_205660
Deoxyuridine 5'−triphosphate nucleotidohydrolase  − Smp_079240
DUF3421 domain−containing protein  [Source:UniProt− Smp_083240
Tyrosine kinase  [Source:UniProtKB/TrEMBL;Acc:A0A3− Smp_157300
Tubulin alpha chain  [Source:UniProtKB/TrEMBL;Acc:− Smp_027920
Putative calmodulin (CaM)  [Source:UniProtKB/TrEMB− Smp_032950
Histone H2B  [Source:UniProtKB/TrEMBL;Acc:C1M1H8]− Smp_108390
Shugoshin_C domain−containing protein  [Source:Uni− Smp_073300
Nanos−type domain−containing protein  [Source:UniP− Smp_051920
THAP−type domain−containing protein  [Source:UniPr− Smp_138470
RING−type domain−containing protein  [Source:UniPr− Smp_141160
Putative establishment of cohesion 1 (Eco1) homolo− Smp_065150
Eukaryotic translation initiation factor 2c,putati− Smp_179320
Mitotic spindle assembly checkpoint protein mad2−r− Smp_056350
Serine/threonine kinase  [Source:UniProtKB/TrEMBL;− Smp_080730
EB1 C−terminal domain−containing protein  [Source:− Smp_129410
Geminin  [Source:UniProtKB/TrEMBL;Acc:A0A3Q0KTK3]− Smp_176260
− Smp_154080
Putative cyclin B  [Source:UniProtKB/TrEMBL;Acc:G4− Smp_082490
Putative eukaryotic translation initiation factor − Smp_074390
Importin subunit alpha  [Source:UniProtKB/TrEMBL;A− Smp_245030
Proliferating cell nuclear antigen  [Source:UniPro− Smp_046500
Histone H2A  [Source:UniProtKB/TrEMBL;Acc:G4V8L9]− Smp_086860
Actin−2  [Source:UniProtKB/Swiss−Prot;Acc:P53471]− Smp_307010
Dynein light chain  [Source:UniProtKB/TrEMBL;Acc:A− Smp_202130
Fimbrin, putative  [Source:UniProtKB/TrEMBL;Acc:A0− Smp_037230
Putative gelsolin  [Source:UniProtKB/TrEMBL;Acc:G4− Smp_008660
Smp_014570.2  [Source:UniProtKB/TrEMBL;Acc:G4VBU3]− Smp_014570
Retinol dehydrogenase 12  [Source:UniProtKB/TrEMBL− Smp_203950
DUF3421 domain−containing protein  [Source:UniProt− Smp_003610
DUF3421 domain−containing protein  [Source:UniProt− Smp_035560
Aromatic−L−amino−acid decarboxylase (AADC) (DOPA d− Smp_171580
Lysosome−associated membrane glycoprotein 1  [Sour− Smp_162770
Bravo_FIGEY domain−containing protein  [Source:Uni− Smp_127820
Zds_C domain−containing protein  [Source:UniProtKB− Smp_007330
F5/8 type C domain−containing protein  [Source:Uni− Smp_244370
BZIP domain−containing protein  [Source:UniProtKB/− Smp_124600
Putative hepatocyte nuclear factor 4−alpha (Hnf−4−− Smp_174700
− Smp_179660
Ig−like domain−containing protein  [Source:UniProt− Smp_129010
PDZ domain−containing protein  [Source:UniProtKB/T− Smp_139620
Lamin B receptor (ERG24)  [Source:UniProtKB/TrEMBL− Smp_124300
Lipid phosphate phosphatase−related  [Source:UniPr− Smp_171720
Ig−like domain−containing protein  [Source:UniProt− Smp_175510
Rap−GAP domain−containing protein  [Source:UniProt− Smp_243960
CST complex subunit CTC1  [Source:UniProtKB/TrEMBL− Smp_163950
Ovule protein  [Source:UniProtKB/TrEMBL;Acc:G4V6T7− Smp_083730
IPR001092 Basic helix−loop−helix dimerisation regi− Smp_132810
− Smp_330220
SCP domain−containing protein  [Source:UniProtKB/T− Smp_131370
Fatty acid desaturase, putative  [Source:UniProtKB− Smp_132740
ATP−binding cassette sub−family A member 1  [Sourc− Smp_336630
Dynein light chain  [Source:UniProtKB/TrEMBL;Acc:G− Smp_312630
Tegumental antigen  [Source:UniProtKB/TrEMBL;Acc:G− Smp_169200
Phospholipid scramblase  [Source:UniProtKB/TrEMBL;− Smp_340190
Membrane attack complex inhibition factor  [Source− Smp_081900
Dolichyl−diphosphooligosaccharide−−protein glycosy− Smp_329700
EF−hand domain−containing protein  [Source:UniProt− Smp_246610
Phospholipid−transporting ATPase  [Source:UniProtK− Smp_163820
Elongation of very long chain fatty acids protein − Smp_051810
− Smp_331290
Dynein light chain  [Source:UniProtKB/TrEMBL;Acc:A− Smp_320400
IS5/IS1182 family transposase  [Source:UniProtKB/T− Smp_156930
Putative z−protein (S1r protein)  [Source:UniProtK− Smp_210790
Rab, putative  [Source:UniProtKB/TrEMBL;Acc:A0A3Q0− Smp_169460
Putative zinc finger protein  [Source:UniProtKB/Tr− Smp_049580
MEG  [Source:UniProtKB/TrEMBL;Acc:A0A5K4F704]− Smp_330230
Tetraspanin  [Source:UniProtKB/TrEMBL;Acc:A0A5K4F8− Smp_335630
− Smp_158890
− Smp_333270
Serpentine receptor class gamma  [Source:UniProtKB− Smp_148080
Putative lipopolysaccharide−induced transcription − Smp_014080
MEG−6  [Source:UniProtKB/TrEMBL;Acc:G4VTX1]− Smp_163710
Fork−head domain−containing protein  [Source:UniPr− Smp_331700
HMG box domain−containing protein  [Source:UniProt− Smp_148110
− Smp_342790
Putative cadherin  [Source:UniProtKB/TrEMBL;Acc:A0− Smp_162550
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Hormone receptor 4 (DHR4), putative  [Source:UniPr− Smp_041540
Cilia− and flagella−associated protein 45  [Source− Smp_172140
Putative rootletin (Ciliary rootlet coiled−coil pr− Smp_147890
Putative radial spokehead−l  [Source:UniProtKB/TrE− Smp_134660
DHC_N1 domain−containing protein  [Source:UniProtK− Smp_337220
Macrophage scavenger receptor−related  [Source:Uni− Smp_168590
C−type lectin domain−containing protein  [Source:U− Smp_246770
− Smp_164400
− Smp_324380
C−type lectin domain−containing protein  [Source:U− Smp_078720
Boule−related  [Source:UniProtKB/TrEMBL;Acc:A0A5K4− Smp_144860
CEP209_CC5 domain−containing protein  [Source:UniP− Smp_245100
Sporozoite surface protein 2−like  [Source:UniProt− Smp_074570
Protein lifeguard 4  [Source:UniProtKB/TrEMBL;Acc:− Smp_331900
− Smp_329670
Integrase catalytic domain−containing protein  [So− Smp_176570
Zinc finger, CCHC−type  [Source:UniProtKB/TrEMBL;A− Smp_195070
Thioredoxin  [Source:UniProtKB/TrEMBL;Acc:Q6B963]− Smp_054470
Mediator of RNA polymerase II transcription subuni− Smp_144500
Ovule protein  [Source:UniProtKB/TrEMBL;Acc:A0A5K4− Smp_328620
TBD domain−containing protein  [Source:UniProtKB/T− Smp_344490
HORMA domain−containing protein  [Source:UniProtKB− Smp_169930
F−box domain−containing protein  [Source:UniProtKB− Smp_061210
Ig−like domain−containing protein  [Source:UniProt− Smp_051290
Putative progesterone−induced−blocking factor  [So− Smp_145580
− Smp_323900
− Smp_123220
Outer kinetochore protein DAD4  [Source:UniProtKB/− Smp_327680
Transposase  [Source:UniProtKB/TrEMBL;Acc:A0A5K4F5− Smp_322990
Eukaryotic peptide chain release factor subunit 1 − Smp_066630
Putative plexin  [Source:UniProtKB/TrEMBL;Acc:A0A3− Smp_145420
Plectin  [Source:UniProtKB/TrEMBL;Acc:A0A5K4F5Q6]− Smp_315810
− Smp_201970
Metalloendopeptidase  [Source:UniProtKB/TrEMBL;Acc− Smp_241470
Secreted protein  [Source:UniProtKB/TrEMBL;Acc:G4V− Smp_062620
Putative unkempt protein  [Source:UniProtKB/TrEMBL− Smp_154250
Putative leukocyte receptor cluster (Lrc) member  − Smp_097830
Transcriptional cofactor CA150  [Source:UniProtKB/− Smp_213300
YTH domain−containing protein  [Source:UniProtKB/T− Smp_323830
Secreted protein  [Source:UniProtKB/TrEMBL;Acc:C4Q− Smp_111340
− Smp_200900
− Smp_201810
Putative uridine phosphorylase  [Source:UniProtKB/− Smp_308145
14 kDa fatty acid−binding protein  [Source:UniProt− Smp_095360
Glutathione transferase  [Source:UniProtKB/TrEMBL;− Smp_333010
60S ribosomal protein L6  [Source:UniProtKB/TrEMBL− Smp_340210
− Smp_348820
Histone H3  [Source:UniProtKB/TrEMBL;Acc:C4QJB5]− Smp_348800
40S ribosomal protein S21  [Source:UniProtKB/TrEMB− Smp_146190
60S ribosomal protein L32  [Source:UniProtKB/TrEMB− Smp_322560
40S ribosomal protein S26  [Source:UniProtKB/TrEMB− Smp_031310
Linker histone H1  [Source:UniProtKB/TrEMBL;Acc:G4− Smp_162370
Queuosine salvage protein  [Source:UniProtKB/TrEMB− Smp_094920
Smp_202770  [Source:UniProtKB/TrEMBL;Acc:G4LWL0]− Smp_202770
GDNF domain−containing protein  [Source:UniProtKB/− Smp_319650
− Smp_058990
Putative dna−binding protein inhibitor  [Source:Un− Smp_155360
DNA replication licensing factor MCM7  [Source:Uni− Smp_032500
Ribonucleoside−diphosphate reductase small chain, − Smp_055890
Kinetochore protein SPC25  [Source:UniProtKB/TrEMB− Smp_164950
Putative nuclear autoantigenic sperm protein (Nasp− Smp_058320
Putative retinoblastoma−binding protein 4 (Rbbp4) − Smp_212260
Serine/threonine−protein kinase PLK  [Source:UniPr− Smp_009600
Major egg antigen  [Source:UniProtKB/TrEMBL;Acc:A0− Smp_302290
RRM domain−containing protein  [Source:UniProtKB/T− Smp_203630
10 kDa heat shock protein, mitochondrial  [Source:− Smp_097380
− Smp_326460
Proteasome subunit beta  [Source:UniProtKB/TrEMBL;− Smp_305800
NADH−ubiquinone oxidoreductase chain 4  [Source:Un− Smp_900090
Cellular tumor antigen P53, putative  [Source:UniP− Smp_139530
− Smp_113620
DNA replication licensing factor MCM6  [Source:Uni− Smp_094140
Ovule protein  [Source:UniProtKB/TrEMBL;Acc:G4M225− Smp_205660
Deoxyuridine 5'−triphosphate nucleotidohydrolase  − Smp_079240
DUF3421 domain−containing protein  [Source:UniProt− Smp_083240
Tyrosine kinase  [Source:UniProtKB/TrEMBL;Acc:A0A3− Smp_157300
Tubulin alpha chain  [Source:UniProtKB/TrEMBL;Acc:− Smp_027920
Putative calmodulin (CaM)  [Source:UniProtKB/TrEMB− Smp_032950
Histone H2B  [Source:UniProtKB/TrEMBL;Acc:C1M1H8]− Smp_108390
Shugoshin_C domain−containing protein  [Source:Uni− Smp_073300
Nanos−type domain−containing protein  [Source:UniP− Smp_051920
THAP−type domain−containing protein  [Source:UniPr− Smp_138470
RING−type domain−containing protein  [Source:UniPr− Smp_141160
Putative establishment of cohesion 1 (Eco1) homolo− Smp_065150
Eukaryotic translation initiation factor 2c,putati− Smp_179320
Mitotic spindle assembly checkpoint protein mad2−r− Smp_056350
Serine/threonine kinase  [Source:UniProtKB/TrEMBL;− Smp_080730
EB1 C−terminal domain−containing protein  [Source:− Smp_129410
Geminin  [Source:UniProtKB/TrEMBL;Acc:A0A3Q0KTK3]− Smp_176260
− Smp_154080
Putative cyclin B  [Source:UniProtKB/TrEMBL;Acc:G4− Smp_082490
Putative eukaryotic translation initiation factor − Smp_074390
Importin subunit alpha  [Source:UniProtKB/TrEMBL;A− Smp_245030
Proliferating cell nuclear antigen  [Source:UniPro− Smp_046500
Histone H2A  [Source:UniProtKB/TrEMBL;Acc:G4V8L9]− Smp_086860
Actin−2  [Source:UniProtKB/Swiss−Prot;Acc:P53471]− Smp_307010
Dynein light chain  [Source:UniProtKB/TrEMBL;Acc:A− Smp_202130
Fimbrin, putative  [Source:UniProtKB/TrEMBL;Acc:A0− Smp_037230
Putative gelsolin  [Source:UniProtKB/TrEMBL;Acc:G4− Smp_008660
Smp_014570.2  [Source:UniProtKB/TrEMBL;Acc:G4VBU3]− Smp_014570
Retinol dehydrogenase 12  [Source:UniProtKB/TrEMBL− Smp_203950
DUF3421 domain−containing protein  [Source:UniProt− Smp_003610
DUF3421 domain−containing protein  [Source:UniProt− Smp_035560
Aromatic−L−amino−acid decarboxylase (AADC) (DOPA d− Smp_171580
Lysosome−associated membrane glycoprotein 1  [Sour− Smp_162770
Bravo_FIGEY domain−containing protein  [Source:Uni− Smp_127820
Zds_C domain−containing protein  [Source:UniProtKB− Smp_007330
F5/8 type C domain−containing protein  [Source:Uni− Smp_244370
BZIP domain−containing protein  [Source:UniProtKB/− Smp_124600
Putative hepatocyte nuclear factor 4−alpha (Hnf−4−− Smp_174700
− Smp_179660
Ig−like domain−containing protein  [Source:UniProt− Smp_129010
PDZ domain−containing protein  [Source:UniProtKB/T− Smp_139620
Lamin B receptor (ERG24)  [Source:UniProtKB/TrEMBL− Smp_124300
Lipid phosphate phosphatase−related  [Source:UniPr− Smp_171720
Ig−like domain−containing protein  [Source:UniProt− Smp_175510
Rap−GAP domain−containing protein  [Source:UniProt− Smp_243960
CST complex subunit CTC1  [Source:UniProtKB/TrEMBL− Smp_163950
Ovule protein  [Source:UniProtKB/TrEMBL;Acc:G4V6T7− Smp_083730
IPR001092 Basic helix−loop−helix dimerisation regi− Smp_132810
− Smp_330220
SCP domain−containing protein  [Source:UniProtKB/T− Smp_131370
Fatty acid desaturase, putative  [Source:UniProtKB− Smp_132740
ATP−binding cassette sub−family A member 1  [Sourc− Smp_336630
Dynein light chain  [Source:UniProtKB/TrEMBL;Acc:G− Smp_312630
Tegumental antigen  [Source:UniProtKB/TrEMBL;Acc:G− Smp_169200
Phospholipid scramblase  [Source:UniProtKB/TrEMBL;− Smp_340190
Membrane attack complex inhibition factor  [Source− Smp_081900
Dolichyl−diphosphooligosaccharide−−protein glycosy− Smp_329700
EF−hand domain−containing protein  [Source:UniProt− Smp_246610
Phospholipid−transporting ATPase  [Source:UniProtK− Smp_163820
Elongation of very long chain fatty acids protein − Smp_051810
− Smp_331290
Dynein light chain  [Source:UniProtKB/TrEMBL;Acc:A− Smp_320400
IS5/IS1182 family transposase  [Source:UniProtKB/T− Smp_156930
Putative z−protein (S1r protein)  [Source:UniProtK− Smp_210790
Rab, putative  [Source:UniProtKB/TrEMBL;Acc:A0A3Q0− Smp_169460
Putative zinc finger protein  [Source:UniProtKB/Tr− Smp_049580
MEG  [Source:UniProtKB/TrEMBL;Acc:A0A5K4F704]− Smp_330230
Tetraspanin  [Source:UniProtKB/TrEMBL;Acc:A0A5K4F8− Smp_335630
− Smp_158890
− Smp_333270
Serpentine receptor class gamma  [Source:UniProtKB− Smp_148080
Putative lipopolysaccharide−induced transcription − Smp_014080
MEG−6  [Source:UniProtKB/TrEMBL;Acc:G4VTX1]− Smp_163710
Fork−head domain−containing protein  [Source:UniPr− Smp_331700
HMG box domain−containing protein  [Source:UniProt− Smp_148110
− Smp_342790
Putative cadherin  [Source:UniProtKB/TrEMBL;Acc:A0− Smp_162550
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