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Structural Brain images were first segmented into gray matter (GM). The preprocessed GM images on which independent component analysis (ICA) was performed for all scans. In the ICA formula, each β represents the weighting coefficient associated with the effect of each independent component (IC) for the GM image and K indicates the number of extracted ICs. We built predictive models for Aβ-positivity. The input feature values were based on the ICA’s β-values, demographic characteristics (i.e., age and sex), cognitive assessments, and apolipoprotein E genotype. Throughout the model building, we used a Gaussian kernel support vector machine (SVM) as the classifier and the model was validated using 5-fold cross-validation. For a 5-fold training/test split, the model was fitted to the training data, and the predictive value was assessed using the test data over all splits (five times). We tuned the hyperparameters (i.e., Gamma and C in SVM and the number of ICs) with a grid search in all model buildings.
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