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Figure S1 Enrichment of upregulated and downregulated proteins in infected macrophage compared to non-

infected macrophages
(A) GO enrichment biological process performed on the differential macrophage downregulated proteins using

ClusterProfiler, ranked according to adjusted p-value (here top50). (B) GO enrichment biological process performed
on the differential macrophage upregulated proteins using ClusterProfiler, ranked according to adjusted p-value

(here top50).



