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Supplementary Fig. 2 Expression and Survival analysis of p52Shc and p46Shc in GBM. A-

B The p52Shc (a) and p46Shc (b) expression among normal brain tissues, primary tumors, and

recurrent tumors. *xxx p<0.001, »** p<0.01, * p<0.05, ns not significant. C-D The survival



curves for OS, progress-free interval, and disease-specific survival depicted the differences

between high and low- p52Shc (c)/ p46Shc (d) groups in the TCGA-GBM cohort.



