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Table 3:

(49 cell lines)

X

2

H

Insensitive celllines

UsH2A.

SYNEL TPS3  TSPEAR TTN

PKHDILL PLEKHE2 RYR2  RYR3

PKHDL

PCDHGAL PCDHGA2 PCDHGA3 PCDHGAG PCDHGAS PCDHGAS PCDHGB1 PCDHGB2 PCDHGE3 PCLO

PCDHA4  PCDHAS

LRPIB  LRP2  MACFL MGAM MUCI6 MUCH MUCSE NBEA  NBPFL NEB  OBSCN PCDHAL PCDHA2 PCDHA3

KIAAL671 KIR2DLL

HYDIN

HMCNL

HECTDA  HLA®

DNAHIL DST

cusN

csmp3

Sample n ADGRVL ANKRD36 ANKRD36 CSMD1

IHHE

LwAes

PANC03

SK-MEL2

SKMES-1
skm-1

TGBC24TH
THP-1

VMRC-LCI
27530

Sensitve cell lines

UsH2A.

™

TSPEAR

SYNEL  Tes3

PKHDILL PLEKHE2 RYR2  RYR3

PKHDL

PCDHGAL PCDHGA2 PCDHGA3 PCDHGAG PCDHGAS PCDHGAS PCDHGBL PCDHGB2 PCDHGE3 PCLO

PCDHA4  PCDHAS

LRPIB  LRP2  MACFL MGAM MUCI6 MUCH MUCSE NBEA  NBPFL NEB  OBSCN PCDHAL PCDHA2 PCDHA3

KIAAL671 KIR2DLL

HYDIN

DNAHIL DST  HECTDA HLAB  HMCNI

cusN

csmp3

Sample n ADGRVL ANKRD36 ANKRD36 CSMD1

1010

AMO-1

BB30-HNC

BB65-RCC
BE13

1

CPB6-MEL

D542MG

Ecc2

HAT-RCC

HUTU-80

KNS-42

KNS-8LFL

LB1047-R1

ociLy-19

ocim1

QmR-WiI

TE10

o011

Average mutated genes per cellline in each cell line group

069444
0.44898

063889 066667 077778 083333 077778 080556 063889 091667

052778 058333

05 047222 055556 0s 047222
053061

04898 044898 057143

052778
053061

063889 066667 066667 058333

069444 0,66667

072222
061224 059184 055102

075 075 072222
055102

057143

052778 052778 01111

044898 046939

055556 075 07778 083333

os1111

075 088889 05 041667 072222
071429 059184 044898 (055102

05102

052778

063889 041667

0566667
04898 057143

0s

061224 059184 059184 087755

044898 055102

053061 063265

0553061

046939 055102

04898 061224 061224 057143

05102

05102

04898 077551

04898 0,46939

05102

044898 046939

05102

057143 05102 05102 057143 057143

Average «

inth

076984 059987 002496
HECTDA  HLA®

cell
024211

(36)and

Mutation frequence

002446
UsH2A.

056791

™

010777 003684 066461

SYNEL

000581
RYRS

000203

032394 074932
PKHDILL PLEKHB2 RYR2

083416 063391

07833 097967

083416 088574
PCDHGAL PCDHGA2 PCDHGA3 PCDHGAG PCDHGAS PCDHGAS PCDHGBL PCDHGB2 PCDHGE3 PCLO

061158 061158 091389 097967 092701

017595

015272
PCDHA4  PCDHAS

021864 018421

006078 029623

oBscN

009071
NEB

00067 051594 047843 059987 036115
MUCl6  MUCH NBEA

0,009
MGAM

011 036115 055434
WP2 MACFL

LRp18

076984

005238 040612

HYDIN

037933

001151 009071 01572 092701
CSMD3  CUBN

ADGRVL  ANKRD36 ANKRD36 CSMD1

TSPEAR

53

PKHDL

PCDHA2  PCDHA3

PCDHAL

NBPFL

MUCSB.

KIAAL671 KIR2DLL

HMCNL

DNAHIL DST

Genes



