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A real-time reverse transcription-quantitative polymerase chain reaction
Specific cardiac genes whose expression changes with iPSC-CMs maturation were selected for study (Table S1).
Table S 1 The sequence of primer used.
	Gene
	Forward Primer
	Reverse Primer

	Human, TNNT2
	TTCACCAAAGATCTGCTCCTCGCT
	TTATTACTGGTGTGGAGTGGGTGTGG

	Human, TNNI3
	CGTGTGGACAAGGTGGATGAAG
	GCCGCTTAAACTTGCCTCGAAG

	Human, ACTN2
	GTGAACACCCCTAAACCCGA
	AGGGGGATCCTTCCACAGAG

	Human, MYL2
	CGGAGAGGTTTTCCAAGGAGGA
	CTCTTCTCCGTGGGTGATGATG

	Human, SCN5A
	AGGTCGGAAACCTGGTAAGG
	TCCTTACCCATGAAGGCTGTG

	Human, SERCA2
	GGACTTTGAAGGCGTGGATTGTG
	CTCAGCAAGGACTGGTTTTCGG

	Human, GATA-4
	TAGACCGTGGGTTTTGCATTG
	CATCCAGGTACATGGCAAACAG

	Human, NKX2.5
	ACCCTGAGTCCCCTGGATTT
	TCACTCATTGCACGCTGCAT

	Human, cTNNI
	CCAACTACCGCGCTTATGC
	CTCGCTCCAGCTCTTGCTTT

	Human, GAPDH
	GTGGACCTGACCTGCCGTCT
	GGAGGAGTGGGTGTCGCTGT




iPSC-CMs analysis after differentiation
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[bookmark: _Hlk154149341]Figure S 1 (A) Percentage of cardiac troponin T - positive cardiomyocytes present at day 15 after differentiation via GiWi protocol with isotype data. (B) Percentage of α-actinin - positive cardiomyocytes present at day 15 after differentiation via GiWi protocol with isotype data. The percentage of positive cells was calculated by flow cytometric analysis of at least 20,000 total cells.
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Figure S 2 Cardiomyocyte-specific gene expression present at day 20 after cell differentiation. Results of qRT-PCR analysis of cardiac troponin I (A) and cardiac-related transcription factors NKX2.5 (B) and GATA4 (C). * - p<0.05 – statistically significant differences were determined by Student's t-test. n=3. Error bars show means ± s.d.
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Figure S 3 Structural characterization of cardiomyocytes generated from iPSCs. Immunostaining at day 30 for α-actinin (green) and cTnT (green) shows sarcomere organization. Nuclei were stained with DAPI (blue). Scale bar: 20 μm.
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Opis wygenerowany automatycznie]
Figure S 4 Generations of iPSC-CMs were verified via immunofluorescence staining of cardiomyocytes markers: transcription factor NKX2.5 (red), transcription factor GATA4 (red) and natriuretic peptide A (ANP, red) at day 30. Nuclei were stained with DAPI (blue). Scale bar: 20 μm.
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[bookmark: _GoBack]Figure S 5 The iPSC-CMs stained with calcein-AM (CAM) (green color) were cultured for 72 h on different nanofibrous mats depending on cell seeding density in 20x magnification.
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