Supplementary figure 1. The Principal component analysis (PCA) showed that the HCM and Normal samples segregated patients well in the GSE36961 dataset.
[bookmark: _GoBack]Supplementary figure 2. The PPI network of genes in the turquoise module.
Supplementary figure 3. Based on the GSE141910 dataset to validate the expression levels of the key genes screened. (A-C) Differential analysis of expression levels of FCN3 (A), MYH6 (B) and RASD1 (C) between HCM and control samples in the GSE141910 dataset.
