Genomic and mutation data of GBM samples
(TCGA-GBM and CPTAC)

Consensus cluster analysis of GBM
was performed using BayesNMF
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The subtypes were characterized
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Genetic variation analysis

Analysis of immune microenvironment

Analysis of response to immunotherapy

SNV analysis

CNYV analysis

Immune pathways analysis

Immune cell infiltration analysis

Immune checkpoint abundance analysis

TIDE analysis
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Construction of subtype-specific prediction models




