[bookmark: _GoBack]Fig. S1. Histogram of NR distribution of predicted proteins from P. longispora.
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Fig. S2. Histogram of KOG distribution of predicted proteins from P. longispora.
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Fig. S3. Histogram of TCDB distribution of predicted proteins from P. longispora.
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Fig. S4. Histogram of PHI distribution of predicted proteins from P. longispora.
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Fig. S5. Histogram of P450 distribution of predicted proteins from P. longispora.
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