Supplemental Table 1 Bacterial strains used in this study.

	Strain
	Relevant genotype
	Reference or construction

	
	AB1157 and derivatives
	

	AB1157
	Rec+, Pro-, F-
	1

	DE110
	recQ::kan
	2

	DE733
	ssb-1 malE145::Tn10
	P1.KL922 x AB1157 to Tcr, temps

	DE735
	ssb-1 malE145::Tn10 recQ::kan
	P1.SWM1003 x DE733 to Kmr

	DE658
	recD744::FRT
	Laboratory collection

	DE734
	recD744::FRT ssb-1 malE145::Tn10
	P1.KL922 x DE658 to Tcr, temps

	DE749
	recD744::FRT recQ::kan
	P1.SWM1003 x DE658 to Kmr

	RIK174
	recBD1080A
	3

	DE150
	recB1080 recQ::kan
	2

	DE738
	recB1080 ssb-1 malE145::Tn10
	P1.KL922 x RIK174 to Tcr, temps

	DE739
	recB1080 recQ::kan ssb-1 malE145::Tn10
	P1.KL922 x DE150 to Tcr, temps

	LMM1728
	(recC-argA)234 sbcB::cam sbcD300::kan 
	Davor Zahradka

	DE760
	(recC-argA)234 sbcB::cam sbcD300::kan ssb-1 malE145::Tn10
	P1.KL922 x LMM1728 to Tcr, temps

	DE753
	(recC-argA)234 sbcB::cam sbcD300::kan recQ1803::Tn3
	P1.DE92 x LMM1728 to Apr

	DE202
	lexA3 malB::kan 
	Laboratory collection

	DE773
	lexA3 malB::kan recQ1803::Tn3 
	P1.DE92 x DE202 to Apr

	DE105
	rec+ λcI857
	Lysogenization of AB1157

	DE111
	recQ::kan λcI857
	2

	DE741
	ssb-1 malE145::Tn10 λcI857
	Lysogenization of DE733

	[bookmark: _Hlk157603940]DE743
	ssb-1 malE145::Tn10 recQ::kan λcI857
	Lysogenization of DE735

	DE754
	recD744::FRT λcI857
	Lysogenization of DE658

	DE742
	recD744::FRT ssb-1 malE145::Tn10 λcI857
	Lysogenization of DE734

	DE750
	recD744::FRT recQ::kan λcI857
	Lysogenization of DE749

	DE775
	lexA3 malB::kan λcI857
	Lysogenization of DE202

	DE776
	lexA3 malB::kan recQ::Tn3 λcI857
	Lysogenization of DE773

	DE153
	recB1080 λcI857
	Lysogenization of RIK174

	DE154
	recB1080 recQ::kan λcI857
	2

	DE746
	recB1080 ssb-1 malE145::Tn10 λcI857
	Lysogenization of DE738

	DE762
	(recC-argA)234 sbcB::cam sbcD300::kan λcI857
	Lysogenization of LMM1728

	DE761
	(recC-argA)234 sbcB::cam sbcD300::kan ssb-1 malE145::Tn10 λcI857
	Lysogenization of DE760

	DE785
	(recC-argA)234 sbcB::cam sbcD300::kan recQ1803::Tn3 λcI857
	Lysogenization of DE753

	DE105
	rec+ λcI857 pACYC184
	Tcr, Cmr

	DE105
	rec+ λcI857 pID2 (ssb+a/pACYC184)
	Tcr

	DE105
	rec+ λcI857 pSID1 (-p, ssb/pACYC184)
	Cmr

	DE105
	rec+ λcI857 pSID3 (ssbC/pACYC184)
	Cmr

	DE105
	rec+ λcI857 pSID4 (ssb+/pACYC184)
	 Cmr

	DE111
	recQ::kan λcI857 pACYC184
	Tcr, Cmr

	DE111
	recQ::kan λcI857 pID2 (ssb+/pACYC184)
	Tcr

	DE111
	recQ::kan λcI857 pSID1 (-p, ssb/pACYC184)
	Cmr

	DE111
	recQ::kan λcI857 pSID3 (ssbC/pACYC184)
	Cmr

	DE111
	recQ::kan λcI857 pSID4 (ssb+/pACYC184)
	Cmr

	DE741
	ssb-1 malE145::Tn10 λcI857 pSID1 (-p, ssb/pACYC184)
	Cmr

	DE741
	ssb-1 malE145::Tn10 λcI857 pSID3 (ssbC/pACYC184)
	Cmr

	DE741
	ssb-1 malE145::Tn10 λcI857 pSID4 (ssb+/pACYC184)
	Cmr

	DE153
	recB1080 λcI857 pACYC184
	Tcr, Cmr

	DE153
	recB1080 λcI857 pID2 (ssb+/pACYC184)
	Tcr

	DE154
	recB1080 recQ::kan λcI857 pACYC184
	Tcr, Cmr

	DE154
	recB1080 recQ::kan λcI857 pID2 (ssb+/pACYC184)
	Tcr

	DE762
	(recC-argA)234 sbcB::cam sbcD300::kan λcI857 pACYC184
	Tcr, Cmr

	DE762
	(recC-argA)234 sbcB::cam sbcD300::kan λcI857 pACYC184 pID2 (ssb+/pACYC184)
	Tcr

	DE785
	(recC-argA)234 sbcB::cam sbcD300::kan recQ::Tn3 λcI857 (pACYC184)
	Tcr, Cmr

	DE785
	(recC-argA)234 sbcB::cam sbcD300::kan recQ::Tn3 λcI857 pID2 (ssb+/pACYC184)
	Tcr

	DE775
	lexA3 malB::kan λcI857 pSID1 (-p, ssb/pACYC184)
	Cmr

	DE775
	lexA3 malB::kan λcI857 pSID3 (ssbC/pACYC184)
	Cmr

	DE776
	lexA3 malB::kan recQ::Tn3 λcI857 pSID1 (-p, ssb/pACYC184)
	Cmr

	DE776
	lexA3 malB::kan recQ::Tn3 λcI857 pSID3 (ssbC/pACYC184)
	Cmr

	DE776
	lexA3 malB::kan recQ::Tn3 λcI857 pSID4 (ssb+/pACYC184)
	Cmr

	
	
Other strains
	

	KL922
	ssb-1 (ts) malE145::Tn10
	Laboratory collection

	SWM1003
	recQ::kan
	[bookmark: _GoBack]4

	NM767
	P2 lysogen
	Noreen E. Murray



[bookmark: OLE_LINK2]a Plasmid genotype designations ssb+; -p, ssb; and ssbC represent: promoters with whole coding region; coding region without promoters and promoters with truncated coding region, respectively. 

Supplemental Figure 1
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Figure 9 Primers used for the construction of ssb overproducing plasmids: pSID1 (primers 2 and 4), pSID3 (primers 1 and 3) and pSID4 (primers 1 and 4). Blue box represents ssb gene region used for transcription quantification by RT-qPCR.
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