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1
rs1078761 (1)
A>G
0.23-0.45
31
rs3138053 (2)
T>C
0.13-0.30
2
rs10858753 (3)
G>T
0.01-0.10
32
rs360721 (4)
G>C
0.15-0.34
3
rs11003125 (5)
G>C
0.13-0.49
33
rs361525 (6)
G>A
0.02-0.09
4
rs11104906 (3)
T>A
0.05-0.10
34
rs3745274 (7)
G>T
0.18-0.37
5
rs11104948 (3)
T>C
0.002-0.08
35
rs3771150 (8)
G>A
0.10-0.42
6
rs1130866 (9)
G>A
0.25-0.75
36
rs3771171 (8)
T>C
0.10-0.40
7
rs11536898 (10)
C>A
0.07-0.20
37
rs3793892 (11)
G>T
0.60-0.76
8
rs13332514 (12)
G>A
0.09-0.36
38
rs3814316 (1)
G>A
0.26-0.76
9
rs1427793 (13)
T>C
0.06-0.44
39
rs3825519 (14)
C>T
0.19-0.53
10
rs17424193 (3)
A>G
0.002-0.10
40
rs4351 (15)
G>A
0.36-0.62
11
rs1799724 (16)
C>T
0.03-0.28
41
rs4448553 (17)
A>G
0.35-0.79
12
rs1799983 (18)
T>G
0.66-0.89
42
rs4576072 (19)
T>C
0.04-0.28
13
rs1800450 (20)
C>T
0.03-0.16
43
rs4842477 (3)
C>T
0.002-0.10
14
rs1800566 (21)
G>A
0.15-0.46
44
rs4883955 (22)
T>G
0.53-0.76
15
rs1883617 (18)
A>G
0.23-0.44
45
rs5743827 (10)
C>T
0.10-0.43
16
rs1966265 (23)
G>A
0.05-0.51
46
rs5744168 (24)
G>A
0.01-0.07
17
rs2010963 (25)
C>G
0.56-0.78
47
rs62176107 (1)
G>A
0.15-0.27
18
rs2070744 (18)
C>T
0.54-0.89
48
rs62468577 (22)
C>T
0.07-0.16
19
rs2077079 (26)
T>G
0.34-0.51
49
rs6721961 (21)
T>G
0.71-0.93
20
rs2228570 (27)
A>G
0.54-0.78
50
rs699947 (16)
A>C
0.46-0.79
21
rs2229569 (28)
G>A
0.09-0.33
51
rs7096206 (29)
G>C
0.75-0.87
22
rs2233406 (2)
G>A
0.13-0.29
52
rs721917 (26)
A>G
0.39-0.46
23
rs2233409 (2)
G>A
0.10-0.24
53
rs731236 (27)
A>G
0.05-0.45
24
rs2235587 (1)
A>G
0.03-0.48
54
rs755622 (30)
G>C
0.16-0.40
25
rs2243639 (26)
T>C
0.60-0.93
55
rs77419724 (1)
A>T
0.07-0.19
26
rs2430561 (31)
T>A
0.15-0.45
56
rs8066114 (15)
C>G
0.27-0.48
27
rs2542571 (1)
G>T
0.28-0.53
57
rs8177374 (24)
C>T
0.008-0.16
28
rs2664349 (32)
G>A
0.58-0.79
58
rs833061 (33)
C>T
0.46-0.75
29
rs2664352 (32)
T>C
0.44-0.59
59
rs869408 (3)
A>T
0.31-0.87
30
rs2781666 (34)
G>T
0.31-0.72
60
rs9953270 (22)
T>C
0.23-0.49
Supplementary table I. SNPs previously associated with bronchopulmonary dysplasia included in the PheWAS. SN Ps were selected from enriched literature review starting with SNPs previously summarized by Blume et al and Solaligue et al. (35, 36) Minor allele frequency (MAF) was obtained from the Open Targets Genetics database. (37) 
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