Supplementary Data

Figure S1. Heatmaps were used to analyze the expression of ZNF263 and the correlation between ZNF263 and STAT3 in The Cancer Genome Atlas dataset. (A) Heatmap of ZNF263 gene expression in colorectal and paraneoplastic cancer. (B) Heatmap of ZNF263 and STAT3 co-expression. (C) Heatmap of the correlation between ZNF263 and STAT3. *P<0.05. ZNF263, zinc finger protein 263; STAT3, signal transducer and activator of transcription 3.
 
Figure S2. Semi-quantitative and statistical analysis of IHC results. (A) Analysis of 53 pairs of colorectal cancer and normal paracancerous tissues by IHC. ****P<0.0001. IHC, immunohistochemistry
 
Figure S3. Semi-quantitative and statistical analysis of western blotting results. (A) ZNF263 expression in human CRC and adjacent normal tissues. (B) ZNF263 expression in SW480 cells transfected with Control or ZNF263 plasmids. (C) ZNF263 expression in HCT116 cells transfected with shControl, shZNF263-1 or shZNF263-2 plasmids. (D) Semi-quantitative analysis of the western blots showing E-cadherin, N-cadherin, Snail and Vimentin expression in SW480-Control and SW480-ZNF263 cells. (E) Semi-quantitative analysis of the western blots showing E-cadherin, N-cadherin, Snail and Vimentin expression in HCT116-shControl, HCT116-shZNF263-1 and HCT116-shZNF263-2 cells. (F) Semi-quantitative analysis of the western blots showing STAT3 expression in SW480-Control and SW480-ZNF263 cells. (G) Semi-quantitative analysis of the western blots showing STAT3 expression in HCT116-shControl, HCT116-shZNF263-1 and HCT116-shZNF263-2 cells. (H) Semi-quantitative analysis of the western blots showing STAT3 expression in SW480-ZNF263 cells transfected with shControl, shSTAT3-1 or shSTAT3-2 plasmids. (I) Semi-quantitative analysis of the western blots showing STAT3 expression in HCT116-shZNF263 cells transfected with Control or STAT3 plasmids. (J) Semi-quantitative analysis of the western blots showing E-cadherin, N-cadherin, Snail and Vimentin expression in SW480-shControl, SW480-shSTAT3-1 and SW480-shSTAT3-2 cells. (K) Semi-quantitative analysis of the western blots showing E-cadherin, N-cadherin, Snail and Vimentin expression in HCT116-Control and HCT116-STAT3 cells. *P<0.05, **P<0.01, ****P<0.0001. CRC, colorectal cancer; ZNF263, zinc finger protein 263; STAT3, signal transducer and activator of transcription 3; sh, short hairpin (RNA).
 
Figure S4. Reverse transcription-quantitative polymerase chain reaction analysis was performed to determine the ZNF263 expression levels in different CRC cell lines. (A) The ZNF263 mRNA expression levels in different CRC cell lines. *P<0.05, **P<0.01, ****P<0.0001. CRC, colorectal cancer; ZNF263, zinc finger protein 263.

