Supplementary Figures 1. Characterization of hUC-MSCs, NC-MSCs and EPO-MSCs. (A)Apoptosis in the hUC-MSCs group, the NC-MSCs group, and the EPO-MSCs group. (B)Cell cycle in the hUC-MSCs group, the NC-MSCs group, and the EPO-MSCs group.(C)Adipogenic and relative expression of PPARγ mRNA level in the hUC-MSCs group, the NC-MSCs group, and the EPO-MSCs group(10×). (D)Osteogenesis and relative expression of Runx2 mRNA level in the hUC-MSCs group, the NC-MSCs group, and the EPO-MSCs group(10×). (E)Cell proliferation curves in the hUC-MSCs group, the NC-MSCs group, and the EPO-MSCs group. Data are shown as the means+ SDs ( *p < 0.05, **p <0.01, ***p < 0.001).


Supplementary Figures 2. Cerebrospinal fluid supernatant inflammatory factor expression.(A) Secretion of inflammatory factors in the cellular supernatant (pg/ml). Data are shown as the means+ SDs ( *p < 0.05, **p <0.01, ***p < 0.001).


[bookmark: _GoBack]Supplementary Figures 3. Potential advantages of hUC-MSCs for the treatment of ischemic hypoxia SH-SY5Y.(A, B)Principal component analysis (PCA) diagram. (C)Volcano map of NC-MSCs, SH-SY5Y differentially expressed genes. (D)Heatmap of differentially expressed genes in NC-MSCs and SH-SY5Y. (e)KEGG function enrichment analysis.
1

