Supplementary table 1 Morphological characterization of Bacterial Isolates
	S. No
	Morphological characteristics
	Solibacillus silvestris
BR1 Strain
	Peribacillus frigoritolerans
BR2 Strain
	Paenibacillus taichungensis CR1 Strain
	Solibacillus isronensis CR2 Strain

	1. 
	Gram stain
	Gram positive
	Gram positive
	Gram variable
	Gram positive

	2. 
	Cell shape
	Rod shape
	Rod shape
	Rod shape
	Rod

	3. 
	Motility
	Motile
	Non-motile
	Motile
	Motile

	4. 
	Colony
	Whitish and shiny
	Beige 
	Shiny and round
	Beige

	5. 
	Growth
	Aerobic
	Aerobic
	Facultative anaerobe
	Mesophilic

















Supplementary table Biochemical characterization of Bacterial Isolates
	S. No 
	Biochemical tests 
	Solibacillus silvestris 
BR1 Strain 
	Peribacillus frigoritolerans 
BR2 Strain 
	Paenibacillus taichungensis CR1 Strain
	Solibacillus isronensis CR2 Strain

	1. 
	Indole test 
	- 
	- 
	-
	-

	2. 
	Sugar utilization test 
	+ 
	- 
	+
	-

	3. 
	Methyl red test 
	-
	+ 
	+
	+

	4. 
	Voges prokauer test 
	- 
	- 
	+
	+

	5. 
	Citrate utilization test
	- 
	- 
	+
	-

	6. 
	Catalase test 
	+
	+ 
	-
	+

	7.
	Ammonium production test
	+
	+
	+
	+

	8.
	Potassium hydroxide solubility
	+
	+
	+
	+



(+) Indicates the positive and (-) Indicates the negative












Supplementary table 3 Rhizobacteria Indole acetic acid production effect on various Incubation periods
	S. No
	Incubation periods
	IAA production Con. µg/mL

	
	
	Solibacillus silvestris
BR1 Strain
	Peribacillus frigoritolerans
BR2 Strain 
	Paenibacillus taichungensis CR1 Strain
	Solibacillus isronensis CR2 Strain

	1. 
	1 day
	35.66±1.764m
	19.66±1.528n
	51.444±1.262l
	150.222±3.006g,h

	2. 
	3 days
	68.22±1.503k
	46.11±3.151l
	181.222±1.644f
	188.333±2.186e

	3. 
	7 days
	268.33±0.33b
	148.55±1.644i
	199.778±3.151d
	212.556±0.509c

	4. 
	10 days
	46.556±4.718l
	115.66±0.577j
	155.555±3.006g
	646.111±8.058a



Values represent the mean SE. Means ± standard error. The p-value is less than 0.05 statistically significant, the null hypothesis rejected.















Supplementary table 4 Sodium chloride stress on Indole acetic acid production of Rhizobacteria
	S. No
	NaCl (Con. %)
	Sodium chloride stress IAA production Con. µg/mL

	
	
	Solibacillus silvestris
BR1 Strain
	Peribacillus frigoritolerans
BR2 Strain Strain
	Paenibacillus taichungensis CR1 Strain
	Solibacillus isronensis CR2 Strain

	1. 
	Control
	268.33±0.33b
	148.55±1.644d
	199.77±3.151c
	646.111±8.058a

	2. 
	1%
	76.889±0.192h
	65±0.577i
	106.889±3.339f
	147.8111±2.086d

	3. 
	2%
	57.111±0.962j
	53±1.856j,k
	86±3.333g
	120.333±0.882e

	4. 
	3%
	49.77±1.540k,l
	42±1.732m
	78.667±1.764h
	80.889±1.678h

	5. 
	4%
	39.444±0.839m
	32.22±1.171n
	56.111±0.839j
	63.222±0.509i

	6. 
	5%
	38.111±2.411m
	29.556±1.171n
	48.111±1.575l
	52.889±1.171j,k



Values represent the mean SE. Means ± standard error. The p-value is less than 0.05 statistically significant, the null hypothesis rejected.













Supplementary table 5 Effect of inorganic Phosphate solubilization of Rhizobacteria with salt stress
	S. No
	NaCl (Con. %)
	Phosphate solubilization Con. µg/mL

	
	
	Solibacillus silvestris
BR1 Strain
	Peribacillus frigoritolerans
BR2 Strain Strain
	Paenibacillus taichungensis CR1 Strain
	Solibacillus isronensis CR2 Strain

	1. 
	Control
	0.779±0.110b,c
	0.163±0.054n,o
	0.301±0.001k,l
	0.368±0.001i,j,k

	2. 
	1%
	0.789±0.039b,c
	0.588±0.035f
	0.423±0.012i,j
	0.390±0.010i

	3. 
	2%
	0.331±0.103k,l
	0.296±0.031k,l
	0.465±0.011g,h
	0.506±0.004g

	4. 
	3%
	0.305±0.044j,k,l
	0.285±0.096l,m
	0.642±0.011e,f
	0.717±0.002c,d

	5. 
	4%
	0.224±0.029m,n
	0.210±0.002n,o
	0.662±0.003d,e
	0.892±0.014b

	6. 
	5%
	0.208±0.015n,o
	0.145±0.011o
	0.851±0.012a,b
	0.921±0.007a



Values represent the mean SE. Means ± standard error. The p-value is less than 0.05 statistically significant, the null hypothesis rejected.













Supplementary table 6 Sodium chloride stress on Ammonium production of Rhizobacteria
	S. No
	NaCl
(Con.
%)
	Ammonium production Con. µg/mL

	
	
	Solibacillus silvestris
BR1 Strain
	Peribacillus frigoritolerans
BR2 Strain Strain
	Paenibacillus taichungensis CR1 Strain
	Solibacillus isronensis CR2 Strain

	1. 
	Control
	0.850±0.002f,g
	0.811±0.031f,g
	1.047±0.052b,c
	1.239±0.031a

	2. 
	1%
	0.849±0.003f,g
	0.814±0.032f,g
	1.099±0.071b
	1.202±0.142a

	3. 
	2%
	0.838±0.007f,g
	0.768±0.062g
	1.087±0.095b
	1.037±0.006b,c

	4. 
	3%
	0.825±0.040f,g
	0.329±0.015h
	0.939±0.006d,e
	0.994±0.074c,d

	5. 
	4%
	0.797±0.031f,g
	0.327±0.001h
	0.878±0.028e,f
	0.979±0.030d,e

	6. 
	5%
	0.765±0.008g
	0.299±0.047h
	0.865±0.034e,f
	0.947±0.140f,g



Values represent the mean SE. Means ± standard error. The p-value is less than 0.05 statistically significant, the null hypothesis rejected.













Supplementary table 7 Sodium chloride stress on Hydrogen cyanide production of Rhizobacteria
	S. No
	NaCl (Con. %)
	HCN production Con. µg/mL

	
	
	Solibacillus silvestris
BR1 Strain
	Peribacillus frigoritolerans
BR2 Strain Strain
	Paenibacillus taichungensis CR1 Strain
	Solibacillus isronensis CR2 Strain

	1. 
	Control
	1.526±0.011h
	1.577±0.051h
	3.519±0.051b
	0.952±0.023k

	2. 
	1%
	1.058±0.038j
	1.538±0.051h
	4.269±0.069a
	2.756±0.029d

	3. 
	2%
	0.981±0.084i
	1.218±0.029j,k
	3.013±0.166c
	2.526±0.062e

	4. 
	3%
	0.635±0.038l
	0.846±0.019m
	2.128±0.113f
	1.987±0.029g

	5. 
	4%
	0.449±0.048m
	0.641±0.048n
	1.571±0.022h
	1.615±0.022h

	6. 
	5%
	0.436±0.062o
	0.308±0.051n
	1.045±0.011j,k
	1.571±0.011h



Values represent the mean SE. Means ± standard error. The p-value is less than 0.05 statistically significant, the null hypothesis rejected.













Supplementary table 8 Sodium chloride stress on Siderophore production of Rhizobacteria
	S. No
	NaCl (Con. %)
	Siderophore production Con. µg/mL

	
	
	Solibacillus silvestris
BR1 Strain
	Peribacillus frigoritolerans
BR2 Strain Strain
	Paenibacillus taichungensis CR1 Strain
	Solibacillus isronensis CR2 Strain

	1. 
	Control
	0.437±0.007e,f,g
	0.381±0.005g,h
	0.549±0.096d
	0.852±0.071c

	2. 
	1%
	0.443±0.002e,f,g
	0.387±0.013g,h
	0.936±0.036b
	1.543±0.108a

	3. 
	2%
	0.432±0.004e,f,g
	0.352±0.006g,h,i
	0.512±0.019d,e
	0.531±0.027d

	4. 
	3%
	0.400±0.076g,h
	0.288±0.012i,j
	0.418±0.006f,g,h
	0.493±0.067d,e,f

	5. 
	4%
	0.389±0.003g,h
	0.262±0.003j,k
	0.394±0.091g,h
	0.414±0.011f,g,h

	6. 
	5%
	0.358±0.002g,h,i
	0.190±0.064l
	0.332±0.060h,i,j
	0.378±0.011g,h



Values represent the mean SE. Means ± standard error. The p-value is less than 0.05 statistically significant, the null hypothesis rejected.

