The assembly of human genome used for alignment: Homo sapiens T2T-CHM13v2.0 [GCF_009914755.1] chromosomes plus unplaced and unlocalized scaffolds (alternate assembly in RS_2024_08).
The sequences/locations shown in boxes match the appropriate forward primers, probes, and reverse primers respectively. Please take note that the sequences in the list below have not undergone bisulfite conversion.

ACTB, Chromosome 7: 5649621 – 5649753, minus strand.
TGGTGATGGAGGAGGCTCAGCAAGTCTTCTGGACTGTGAACCTGTGTCTGCCACTGTGTGCTGGGTGGTGGTCATCTTTCCCACCAGGCTGTGGCCTCTGCAACCTTCAAGGGAGGAGCAGGTCCCATTGGCT

FAM19A4, chromosome 3: 68969398 – 68969580, plus strand.
GGGCCGGCCTTCTCCCCGCCCCGCACCCCTGCTCAGGCGGCGCGCCCCCACTGCCGGCCTCCAGGCGCCTCTCCCGAGCGCCTCGCTGTGGCCACCACTCCGCAGGTGCTGAGCAAAAGGTATTCTTCCTGAATACCTGAGAGTCGCGTTGAGCTCCACATAAGGAAGACGGATTTAGGGTTC

EPB41L3, chromosome 18: 5704214 – 5704345, plus strand.
CCCCCTGTTGCAGGAGACACCGAGGCTCCGCGGAGCTGCGGCGGGGGCCCACGCCCAGAGACCGTGCGAGGAAAGCCAACCTCGTCCTGCCTGCCCTCCCAGCCGCGGGGGAGGGGGCCACCGCAGTACTTC

PAX1, chromosome 20: 21762276 – 21762426, plus strand.
GCAGTGACGGGAACCAATGAGCTGCCAACTCGCGCGTCTCCGGCGTGACTGCCGAGATTGACGTGGAGGACACGTCAAATTGATTCCCGCACGCTGCAGCCTCCCGGTCAGACGAATTTCTCCCAATCGGATGAAGTTCACCCTGGGCCTG
