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Supplementary Figure 1. Overall timeline marking the exact duration of each phase and showing the transitions between the stages of organoid culture, microgravity exposure, and drug treatment. 
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Supplementary Figure 2. Heatmap depicting the differential expression of histone modification genes in four colorectal cancer organoid lines under normal and simulated microgravity (G0) conditions. The expression values are represented as z-score, with red shades indicating high score and blue shades indicating low score. A boxed area marks the genes with notable differences between the conditions in SNU-4146S1-TO.
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