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[bookmark: _GoBack]Supplemental Table 1: Operational taxonomic units (OTUs) included in the analysis.
	OTU
	Phyla
	Genera/Species

	Otu150
	Absconditabacteria_(SR1) 
	Absconditabacteria_(SR1)_[G-1] bacterium_HMT_345 

	Otu130
	Absconditabacteria_(SR1) 
	Absconditabacteria_(SR1)_[G-1] bacterium_HMT_875 

	Otu025
	Actinobacteria 
	Actinomyces graevenitzii 

	Otu029
	Actinobacteria 
	Actinomyces sp._HMT_169 

	Otu007
	Actinobacteria 
	Actinomyces sp._HMT_180 

	Otu005
	Actinobacteria 
	Actinomyces_unclassified 

	Otu049
	Actinobacteria 
	Atopobium_unclassified 

	Otu106
	Actinobacteria 
	Bifidobacterium longum 

	Otu053
	Actinobacteria 
	Corynebacterium matruchotii 

	Otu014
	Actinobacteria 
	Rothia mucilaginosa 

	Otu080
	Actinobacteria 
	Rothia_unclassified 

	Otu105
	Bacillota
	Selenomonas artemidis 

	Otu163
	Bacillota
	Selenomonas sp._HMT_126 

	Otu023
	Bacillota
	Selenomonas sp._HMT_136 

	Otu034
	Bacillota
	Selenomonas sputigena 

	Otu019
	Bacillota
	Selenomonas_unclassified 

	Otu048
	Bacillota
	Stomatobaculum longum 

	Otu087
	Bacillota
	Stomatobaculum sp._HMT_097 

	Otu064
	Bacteroidetes 
	Alloprevotella rava 

	Otu058
	Bacteroidetes 
	Alloprevotella sp._HMT_308 

	Otu111
	Bacteroidetes 
	Alloprevotella sp._HMT_473 

	Otu042
	Bacteroidetes 
	Alloprevotella tannerae 

	Otu147
	Bacteroidetes 
	Bacteroidales_[G-2] bacterium_HMT_274 

	Otu098
	Bacteroidetes 
	Bergeyella sp._HMT_322 

	Otu062
	Bacteroidetes 
	Capnocytophaga gingivalis 

	Otu063
	Bacteroidetes 
	Capnocytophaga granulosa 

	Otu065
	Bacteroidetes 
	Capnocytophaga leadbetteri 

	Otu074
	Bacteroidetes 
	Capnocytophaga sputigena 

	Otu083
	Bacteroidetes 
	Porphyromonas endodontalis 

	Otu057
	Bacteroidetes 
	Porphyromonas gingivalis 

	Otu038
	Bacteroidetes 
	Porphyromonas pasteri 

	Otu173
	Bacteroidetes 
	Prevotella dentalis 

	Otu054
	Bacteroidetes 
	Prevotella denticola 

	Otu136
	Bacteroidetes 
	Prevotella intermedia 

	Otu033
	Bacteroidetes 
	Prevotella nanceiensis 

	Otu070
	Bacteroidetes 
	Prevotella nigrescens 

	Otu018
	Bacteroidetes 
	Prevotella oris 

	Otu068
	Bacteroidetes 
	Prevotella oulorum 

	Otu017
	Bacteroidetes 
	Prevotella pallens 

	Otu164
	Bacteroidetes 
	Prevotella pleuritidis 

	Otu015
	Bacteroidetes 
	Prevotella salivae 

	Otu092
	Bacteroidetes 
	Prevotella sp._HMT_300 

	Otu073
	Bacteroidetes 
	Prevotella sp._HMT_305 

	Otu011
	Bacteroidetes 
	Prevotella veroralis 

	Otu001
	Bacteroidetes 
	Prevotella_unclassified 

	Otu085
	Bacteroidetes 
	Tannerella sp._HMT_286 

	Otu067
	Firmicutes 
	Catonella morbi 

	Otu135
	Firmicutes 
	Dialister invisus 

	Otu031
	Firmicutes 
	Gemella morbillorum 

	Otu027
	Firmicutes 
	Granulicatella adiacens 

	Otu056
	Firmicutes 
	Lachnoanaerobaculum orale 

	Otu125
	Firmicutes 
	Lachnoanaerobaculum umeaense 

	Otu035
	Firmicutes 
	Lachnospiraceae_[G-2] bacterium_HMT_096 

	Otu022
	Firmicutes 
	Megasphaera micronuciformis 

	Otu158
	Firmicutes 
	Mogibacterium vescum 

	Otu252
	Firmicutes 
	Mycoplasma faucium 

	Otu051
	Firmicutes 
	Oribacterium asaccharolyticum 

	Otu052
	Firmicutes 
	Oribacterium_unclassified 

	Otu112
	Firmicutes 
	Parvimonas micra 

	Otu137
	Firmicutes 
	Peptostreptococcaceae_[XI][G-1]_unclassified 

	Otu078
	Firmicutes 
	Peptostreptococcus stomatis 

	Otu094
	Firmicutes 
	Ruminococcaceae_[G-1] bacterium_HMT_075 

	Otu129
	Firmicutes 
	Ruminococcaceae_[G-2] bacterium_HMT_085 

	Otu012
	Firmicutes 
	Streptococcus oralis_subsp._dentisani_clade_058 

	Otu008
	Firmicutes 
	Streptococcus parasanguinis_clade_411 

	Otu006
	Firmicutes 
	Streptococcus salivarius 

	Otu004
	Firmicutes 
	Streptococcus_unclassified 

	Otu003
	Firmicutes 
	Veillonella dispar 

	Otu009
	Firmicutes 
	Veillonella parvula 

	Otu119
	Firmicutes 
	Veillonella sp._HMT_780 

	Otu069
	Firmicutes 
	Veillonella sp._HMT_917 

	Otu002
	Firmicutes 
	Veillonella_unclassified 

	Otu152
	Firmicutes 
	Veillonellaceae_[G-1] bacterium_HMT_155 

	Otu024
	Fusobacteria 
	Fusobacterium nucleatum_subsp._vincentii 

	Otu059
	Fusobacteria 
	Fusobacterium sp._HMT_203 

	Otu013
	Fusobacteria 
	Fusobacterium_unclassified 

	Otu044
	Fusobacteria 
	Leptotrichia hongkongensis 

	Otu047
	Fusobacteria 
	Leptotrichia sp._HMT_212 

	Otu020
	Fusobacteria 
	Leptotrichia sp._HMT_215 

	Otu095
	Fusobacteria 
	Leptotrichia sp._HMT_218 

	Otu045
	Fusobacteria 
	Leptotrichia sp._HMT_221 

	Otu185
	Fusobacteria 
	Leptotrichia sp._HMT_223 

	Otu046
	Fusobacteria 
	Leptotrichia sp._HMT_392 

	Otu055
	Fusobacteria 
	Leptotrichia wadei 

	Otu016
	Fusobacteria 
	Leptotrichia_unclassified 

	Otu165
	Fusobacteria 
	Sneathia_unclassified 

	Otu071
	Proteobacteria 
	Campylobacter rectus 

	Otu171
	Proteobacteria 
	Campylobacter sp._HMT_044 

	Otu026
	Proteobacteria 
	Campylobacter_unclassified 

	Otu091
	Proteobacteria 
	Escherichia coli 

	Otu110
	Proteobacteria 
	Haemophilus influenzae 

	Otu010
	Proteobacteria 
	Haemophilus_unclassified 

	Otu115
	Proteobacteria 
	Kingella_unclassified 

	Otu097
	Proteobacteria 
	Lautropia mirabilis 

	Otu028
	Proteobacteria 
	Neisseria macacae 

	Otu066
	Proteobacteria 
	Neisseria oralis 

	Otu039
	Proteobacteria 
	Neisseria perflava 

	Otu021
	Proteobacteria 
	Neisseria_unclassified 

	Otu050
	Proteobacteria 
	Pasteurellaceae_unclassified 

	Otu146
	Spirochaetes 
	Treponema denticola 

	Otu099
	Spirochaetes 
	Treponema socranskii 

	Otu156
	Synergistetes 
	Fretibacterium fastidiosum 

	Otu123
	Synergistetes 
	Fretibacterium sp._HMT_361 

	Otu114
	Synergistetes 
	Fretibacterium_unclassified 





Supplemental Table 2: Distribution of proportions of various bacterial phyla in microbiomes stratified by diabetes and extent of gingivitis or periodontitis.  The table provides mean ± SD of relative abundance of each phylum across the subject group.
	Phyla
	NP
	DWoP LG
	DWoP GG
	DWP LP
	DWP GP

	Actinobacteria
	5.11 ± 3.03
	4.68 ± 3.22
	4.38 ± 3.66
	5.62 ± 4.11
	3.69 ± 2.22

	Bacteroidetes
	21.26 ± 7.50
	21.06 ± 8.89
	27.67 ± 11.43
	20.93 ± 9.98
	24.78 ± 11.24

	Firmicutes
	53.00 ± 9.70
	52.20 ± 12.27
	52.33 ± 7.66
	53.30 ± 12.68
	46.60 ± 14.23

	Fusobacteia
	5.13 ± 2.67
	6.73 ± 5.07
	5.40 ± 3.21
	5.93 ± 4.12
	7.31 ± 4.35

	Proteobacteria
	13.04 ± 7.06
	11.17 ± 7.99
	6.99 ± 4.96
	9.35 ± 6.70
	11.90 ± 8.91

	Abscondibacteria
	0.06 ± 0.22
	0.29 ± 0.69
	0.06 ± 0.13
	0.07 ± 0.21
	0.02 ± 0.03

	Spirochetes
	0.09 ± 0.03
	0.19 ± 0.20
	0.20 ± 0.16
	0.51 ± 0.66
	0.75 ± 1.07

	Syntergistes
	0.01 ± 0.03
	0.11 ± 0.15
	0.16 ± 0.28
	0.15 ± 0.19
	0.52 ± 0.95

	Alpha diversity
	
	
	
	
	

	Shannon
	2.45 ± 0.36
	2.30 ± 0.31
	2.45 ± 0.44
	2.68 ± 0.46
	2.73 ± 0.62

	Inv Simpson
	5.63 ± 2.44
	5.14 ± 1.51
	6.22 ± 2.69
	7.01 ± 3.01
	7.84 ± 4.55

	Chao 1
	101.11 ± 42.73
	101.94 ± 53.93
	95.53 ± 29.14
	78.00 ± 36.05
	129.78 ± 38.59




1 | Page

