Table S1. Details of swab samples collected at an international airport in Japan. All samples were collected on October 14, 2021 from 9.30 am to 11.30 am at various locations in an international airport in Japan.

	Sample ID
	Site*
	Location
	Surface material

	1
	Elevator button, outside, CD, F1, IB
	Cargo district, Import joint shed building, Floor 1
	Plastic

	2
	Elevator button, inside, CD, F1, IB
	Cargo district, Import joint shed building, Floor 2
	Plastic

	3
	Table, CD, F6, 601
	Cargo district, 601B - rest room - staff, Import warehouse, Cargo 4, Floor 6
	Synthetic wood

	4
	Chair (including handle), CD, F6, 601
	Cargo district, 601B - rest room - staff, Import warehouse, Cargo 4, Floor 6
	Painted metal

	5
	Sink handle, CD, F6, C4
	Cargo district, Male toilet, Import warehouse, Cargo 4, Floor 6
	Metal

	6
	Elevator button, outside, CD, F2, C4
	Cargo district, Main entrance, Freight Building, Cargo 4, Floor 2
	Plastic

	7
	Elevator button, inside, CD, F2, C4
	Cargo district, Main entrance, Freight Building, Cargo 4, Floor 2
	Plastic

	8
	Table, CD, F2, 206
	Cargo district, 206 B/C - rest room - staff, Freight Building, Cargo 4, Floor 2
	Synthetic wood

	9
	Chair, CD, F2, 206
	Cargo district, 206 B/C - rest room - staff, Freight Building, Cargo 4, Floor 2
	PVC

	10
	Table, CD, F2, 208
	Cargo district, 208 D/E - rest room - staff, Freight Building, Cargo 4, Floor 2
	Synthetic wood

	11
	Chair, CD, F2, 208
	Cargo district, 208 D/E - rest room - staff, Freight Building, Cargo 4, Floor 2
	PVC

	12
	Elevator button, outside, T1, F1, CB
	Terminal 1, Central building, Floor 1
	Plastic

	13
	Elevator button, inside, T1, F1, CB
	Terminal 1, Central building, Floor 1
	Plastic

	14
	Table, T1, F1, 130
	Terminal 1, NCB 130 - rest room - staff, Central building, Floor 1
	Synthetic wood

	15
	Chair (including handle), T1, F1, 130
	Terminal 1, NCB 130 - rest room - staff, Central building, Floor 1
	Painted metal

	16
	Microwave handle, T1, F1, 130
	Terminal 1, NCB 130 - rest room - staff, Central building, Floor 1
	Plastic

	17
	Vending machine, T1, F5, 519
	Terminal 1, C519 - rest room - staff, Main area, Central building, Floor 5
	Plastic

	18
	Remote control (TV), T1, F5, 519
	Terminal 1, C519 - rest room - staff, Main area, Central building, Floor 5
	Rubber

	19
	Door handle, T1, F5, 519
	Terminal 1, C519 - rest room - staff, Main area, Central building, Floor 5
	Metal

	20
	Bench/ coach, T1, F4, SW
	Terminal 1, Central lobby - upper, South Wing, Floor 4
	Cotton

	21
	Baggage cart handle, T1, F4, SW
	Terminal 1, Central lobby - upper, South Wing, Floor 4
	Painted metal

	22
	Elevator button, outside, T1, F4, SW
	Terminal 1, Central lobby - lower, South Wing, Floor 4
	Plastic

	23
	Handrail, T1, F4, SW
	Terminal 1, Central lobby - lower, in front of elevator, South Wing, Floor 4
	Metal

	24
	Table, T1, F4, M
	Terminal 1, Central lobby - lower, main, Floor 4
	Synthetic wood

	25
	Baggage cart handle, T1, F4, M
	Terminal 1, Central lobby - lower, main, Floor 4
	Painted metal

	26
	ATM screen, T1, F4, M
	Terminal 1, Central lobby - lower, main, Floor 4
	LCD

	27
	Automatic check-in kiosk (screen), T1, F4 NW
	Terminal 1, Central lobby - lower, North wing, Floor 4
	LCD

	28
	Table, T2, F1, 25
	Terminal 2.3, PB 025 - rest room - staff, Main building, Floor 1
	Synthetic wood
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	Sample ID
	Site*
	Location
	Surface material

	29
	Vending machine, T2, F1, 25
	Terminal 2.3, PB 025 - rest room - staff, Main building, Floor 1
	Plastic

	30
	Door handle, T2, F1, 23
	Terminal 2.3, PB 023 - locker room, Main building, Floor 1
	Metal

	31
	Elevator button, outside, T2, FB1, CB
	Terminal 2.3, Central building, main area, Floor B1
	Plastic

	32
	Escalator (handrail), T2, B1F, CB
	Terminal 2.3, Central building, main area, Floor B1
	PVC

	33
	Bench, T2, F1, CL
	Terminal 2.3, Central lobby, Floor 1
	PVC

	34
	Table, T2, F2, SR
	Terminal 2.3, Staff room, Main building, L side, Floor 2
	Synthetic wood

	35
	Chair (including handle), T2, F2, SR
	Terminal 2.3, Staff room, Main building, L side, Floor 2
	Painted metal

	36
	Bench, T2, F3, CL
	Terminal 2.3, Central lobby, Main building, L side, Floor 3
	PVC

	37
	Table, NAA, F1, MO
	NAA building, Main lobby, Headquarter office, Floor 1
	Synthetic wood

	38
	Keyboard, mouse, NAA, F2, MO
	NAA building, Main office, Headquarter office, Floor 2
	Plastic

	39
	Microwave handle, NAA, MO
	NAA building, Main office, Headquarter office, Floor 2
	Plastic

	41
	Chair (including handle NAA, F2, MR
	NAA building, Meeting room, Headquarter office, Floor 2
	Painted metal

	42
	Drinking machine, NAA, F1, C
	NAA building, Canteen for staff, Headquarter office, Floor 1
	Plastic


*) alphabet/ number after surface site refer to location (CD: cargo district, T1: terminal 1, T2: terminal 2, NAA: Narita staff office); followed by floor (F1: floor 1, F2: floor 2, F4: floor 4, FB1: floor B1); followed by specific area (IB: Import building, C4: cargo 4, CB: central building, SW: south wing, M: main - central lobby, NW: north wing, CL: central lobby, SR: staff room, MO: main office) or room (206, 130)

















Table S2. Screening media used in this study. Colonies were picked based on their colour which associated with the suspected resistant bacteria according to the manufacture specification, and subjected for phenotypic and genetic analysis.

	Screening media
	Colony colour
	Suspected bacteria

	CHROMagarTM MRSA
	rose to mauve
	Methicillin-resistant Staphylococcus aureus

	CHROMagarTM VRE
	pink to mauve
	Vancomycin resistant Enterococcus faecalis/ E. faecium

	CHROMagarTM ESBL
	dark pink to reddish
	Escherichia coli Extended spectrum beta-lactamase/ ESBL

	
	metallic blue with/ without red halo
	Klebsiella, Enterobacter, Citrobacter ESBL

	
	brown halo
	Proteus ESBL

	
	translucent cream to blue
	Pseudomonas ESBL

	
	cream, opaque
	Acinetobacter ESBL

	CHROMagarTM mSuper CARBA
	dark pink to reddish
	Carbapenemase producing Escherichia coli 

	
	metallic blue
	Carbapenemase producing Klebsiella, Enterobacter, Citrobacter

	
	translucent cream to blue
	Carbapenemase producing Pseudomonas

	
	cream, opaque
	Carbapenemase producing Acinetobacter

	CHROMagarTM MDRP
	green - blue
	Multidrug resistant Pseudomonas aeruginosa

	CHROMagarTM MDRA
	orange
	Multidrug resistant Acinetobacter baumanii



















Table S3. Details of isolates grew on the screening chromogenic media

	Sample_ID
	Surface*
	Isolate_ID

	
	
	CHROMagarTM MRSA
	CHROMagarTM VRE
	CHROMagarTM ESBL
	CHROMagarTM mSuper CARBA
	CHROMagarTM MDRP
	CHROMagarTM MDRA

	1
	Elevator button 1
	 M1 
	(-)
	(-)
	(-)
	(-)
	(-)

	2
	Elevator button 2
	(-)
	(-)
	E2
	C2
	(-)
	A2

	3
	Table 1
	(-)
	(-)
	(-)
	(-)
	(-)
	(-)

	4
	Chair 1 
	(-)
	(-)
	E4
	(-)
	(-)
	(-)

	5
	Sink handle
	M5
	(-)
	(-)
	(-)
	P5
	(-)

	6
	Elevator button 3
	M6
	(-)
	(-)
	C6
	(-)
	(-)

	7
	Elevator button 4
	M7
	V7
	E7
	C7
	(-)
	A7

	8
	Table 2
	M8a
	(-)
	E8
	C8
	(-)
	A8

	9
	Chair 2 
	M9a
	(-)
	(-)
	(-)
	(-)
	(-)

	10
	Table 3
	M10
	(-)
	(-)
	C10
	(-)
	(-)

	11
	Chair 3 
	M11
	(-)
	(-)
	(-)
	(-)
	(-)

	12
	Elevator button 5
	M12
	(-)
	(-)
	(-)
	(-)
	(-)

	13
	Elevator button 6
	M13
	(-)
	(-)
	(-)
	(-)
	(-)

	14
	Table 4
	M14a, M14b
	(-)
	(-)
	(-)
	(-)
	(-)

	15
	Chair 4 
	(-)
	V15
	(-)
	(-)
	(-)
	(-)

	16
	Microwave handle
	M16
	(-)
	E16
	C16
	(-)
	A16

	17
	Vending machine button
	(-)
	(-)
	(-)
	(-)
	(-)
	(-)

	18
	Remote control 
	(-)
	(-)
	(-)
	(-)
	(-)
	(-)

	19
	Door handle 1
	(-)
	(-)
	E19
	C19
	P19
	A19

	20
	Coach
	M20
	(-)
	E20
	C20
	P20
	(-)

	21
	Baggage cart handle 1
	(-)
	(-)
	(-)
	(-)
	(-)
	(-)

	22
	Elevator button 7
	(-)
	V22
	(-)
	(-)
	(-)
	A22

	23
	Handrail
	M23b
	(-)
	E23
	(-)
	(-)
	A23

	24
	Table 5
	M24
	V24
	E24
	C24
	(-)
	(-)

	25
	Baggage cart handle 2
	M25
	(-)
	(-)
	(-)
	(-)
	(-)

	26
	Screen 1 (ATM)
	M26
	(-)
	(-)
	(-)
	(-)
	A26

	27
	Screen 2 (Automatic check in machine)
	M27
	(-)
	E27
	(-)
	(-)
	(-)
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	Sample_ID
	Surface*
	Isolate_ID

	
	
	CHROMagarTM MRSA
	CHROMagarTM VRE
	CHROMagarTM ESBL
	CHROMagarTM mSuper CARBA
	CHROMagarTM MDRP
	CHROMagarTM MDRA

	28
	Table 6
	M28
	(-)
	(-)
	C28
	(-)
	(-)

	29
	Vending machine
	M29
	(-)
	(-)
	(-)
	(-)
	(-)

	30
	Door handle 2
	(-)
	(-)
	(-)
	(-)
	(-)
	

	31
	Elevator button 8
	(-)
	(-)
	(-)
	(-)
	(-)
	A31

	32
	Escalator (handrail)
	M32
	V32
	(-)
	(-)
	(-)
	A32

	33
	Bench 1
	M33
	V33
	E33
	C33
	(-)
	A34

	34
	Table 7
	M34
	(-)
	(-)
	C34
	(-)
	(-)

	35
	Chair 5 
	(-)
	V35
	(-)
	(-)
	(-)
	(-)

	36
	Bench 2
	M36
	(-)
	(-)
	(-)
	(-)
	(-)

	37
	Table 8
	M37
	V37
	(-)
	(-)
	(-)
	(-)

	38
	Keyboard and mouse
	(-)
	(-)
	(-)
	(-)
	(-)
	(-)

	39
	Microwave handle
	(-)
	(-)
	(-)
	(-)
	(-)
	(-)

	41
	Chair 6 
	(-)
	(-)
	(-)
	(-)
	(-)
	(-)

	42
	Drinking machine button
	(-)
	(-)
	(-)
	(-)
	(-)
	(-)

	
	
	26 isolates
	8 isolates
	11 isolates
	12 isolates
	3 isolates
	12 isolates



*surfaces where samples were collected 
(-): no colony observed













Table S4. Molecular characteristic and housekeeping gene details of MR Staphylococci isolates.

	Isolate_ID
	Closest species
	Housekeeping genes*
	psm_mec
	ccr
complex
	mec complex

	M1
	Staphylococcus haemolyticus 
	arcC(2)
	SH_1200(5)
	hemH(1)
	leuB(1)
	SH1431(1)
	cfxE(1)
	Ribose_ABC(4)
	negative
	5
	C2

	M5
	Staphylococcus haemolyticus 
	arcC(19)
	SH_1200(1)
	hemH(1)
	leuB(1)
	SH1431(1)
	cfxE(1)
	Ribose_ABC(4)
	negative
	5
	C2

	M6
	Staphylococcus saprophyticus 
	ND
	ND
	ND
	ND
	ND
	ND
	ND
	positive
	1 / 5
	A

	M7
	Staphylococcus epidermidis 
	arcC(7)
	aroE(1)
	gtr(2)
	mutS(2)
	pyrR(4)
	tpiA(1)
	yqiL(4)
	negative
	2
	B

	M8a
	Staphylococcus epidermidis 
	arcC(7)
	aroE(1)
	gtr(2)
	mutS(2)
	pyrR(4)
	tpiA(1)
	yqiL(1)
	negative
	2
	B

	M9a
	Staphylococcus haemolyticus 
	arcC(2)
	SH_1200(5)
	hemH(~1)
	leuB(-)
	SH1431(1)
	cfxE(1)
	Ribose_ABC(4)
	negative
	1 / 5
	C2

	M12
	Staphylococcus epidermidis 
	arcC(7)
	aroE(1)
	gtr(2)
	mutS(2)
	pyrR(4)
	tpiA(1)
	yqiL(1)
	negative
	2 / 5
	B

	M13
	Staphylococcus hominis 
	arcC(1)
	glpK(3)
	gtr(3)
	pta(12)
	tpiA(6)
	tuf(6)
	ND
	negative
	1 / 4-1 / 5
	C1

	M14a
	Staphylococcus epidermidis 
	arcC(2)
	aroE(1)
	gtr(1)
	mutS(1)
	pyrR(2)
	tpiA(1)
	yqiL(1)
	negative
	1 / 2
	B

	M14b
	Staphylococcus haemolyticus 
	arcC(6)
	SH_1200(6)
	hemH(9)
	leuB(6)
	SH1431(9)
	cfxE(6)
	Ribose_ABC(4)
	positive
	1 / 5
	A

	M16
	Staphylococcus epidermidis 
	arcC(2)
	aroE(1)
	gtr(1)
	mutS(1)
	pyrR(2)
	tpiA(1)
	yqiL(1)
	negative
	2
	B

	M20
	Staphylococcus haemolyticus 
	arcC(2)
	SH_1200(5)
	hemH(1)
	leuB(1)
	SH1431(2)
	cfxE(1)
	Ribose_ABC(4)
	negative
	5
	C2

	M23b
	Staphylococcus saprophyticus 
	ND
	ND
	ND
	ND
	ND
	ND
	ND
	positive
	-
	A

	M24
	Staphylococcus saprophyticus 
	ND
	ND
	ND
	ND
	ND
	ND
	ND
	positive
	1
	C2

	M25
	Staphylococcus warneri 
	arcC(24)
	glpK(2)
	gtr(1)
	pta(3)
	tpiA(8)
	tuf(4)
	ND
	negative
	-
	C2

	M26
	Staphylococcus aureus 
	arcC(3)
	aroE(35)
	glpF(167)
	gmk(2)
	pta(20)
	tpi(26)
	yqiL(39)
	negative
	2
	C2

	M27
	Staphylococcus haemolyticus 
	arcC(1)
	SH_1200(5)
	hemH(1)
	leuB(1)
	SH1431(1)
	cfxE(1)
	Ribose_ABC(4)
	negative
	5
	C2

	M32
	Staphylococcus epidermidis 
	arcC(2)
	aroE(1)
	gtr(1)
	mutS(1)
	pyrR(2)
	tpiA(1)
	yqiL(1)
	negative
	2 / 5
	B

	M33
	Staphylococcus haemolyticus 
	arcC(1)
	SH_1200(5)
	hemH(21)
	leuB(1)
	SH1431(2)
	cfxE(1)
	Ribose_ABC(4)
	negative
	-
	C2

	M34
	Staphylococcus haemolyticus 
	arcC(1)
	SH_1200(5)
	hemH(21)
	leuB(1)
	SH1431(2)
	cfxE(1)
	Ribose_ABC(4)
	negative
	5
	C2


* There is no MLST scheme for Staphylococcus saprophyticus.
ND = unable to be typed. 







Table S5. Metadata of 61 representative Staphylococci genomes retrieved from the NCBI genome list used as the reference genomes in the phylogenetic analysis. Sequence statistics, including length and GC content were calculated using SeqKit (https://bioinf.shenwei.me/seqkit/) and statistical analysis was done using R version 4.3.1.

	Species
	Strain
	TaxID
	BioProject Accession
	BioProject ID
	BioSample Accession
	Assembly Accession
	Size (Mb)
	GC%

	Staphylococcus aureus subsp. aureus
	NCTC 8325
	93061
	PRJNA237
	237
	SAMN02604235
	GCA_000013425.1
	2.82136
	32.9

	Staphylococcus epidermidis
	ATCC 14990
	1282
	PRJNA515334
	515334
	SAMN10738425
	GCA_006094375.1
	2.49106
	32.1745

	Staphylococcus haemolyticus
	S167
	1283
	PRJNA306712
	306712
	SAMN04361561
	GCA_001611955.1
	2.56015
	32.7831

	Staphylococcus saprophyticus
	1A
	29385
	PRJNA482667
	482667
	SAMN09710868
	GCA_007814115.1
	2.63579
	33.2151

	Macrococcus caseolyticus
	FDAARGOS_868
	69966
	PRJNA231221
	231221
	SAMN13450398
	GCA_016028795.1
	2.17097
	36.5992

	Staphylococcus carnosus
	NCTC13825
	1281
	PRJEB6403
	251923
	SAMEA4364213
	GCA_900458435.1
	2.57683
	34.6

	Staphylococcus caprae
	JMUB898
	29380
	PRJDB6943
	488883
	SAMD00115875
	GCA_003966625.1
	2.59851
	33.6

	Staphylococcus hominis
	FDAARGOS_575
	1290
	PRJNA231221
	231221
	SAMN10163251
	GCA_003812505.1
	2.25743
	31.6637

	Staphylococcus capitis subsp. capitis
	H17
	72758
	PRJNA849394
	849394
	SAMN29057146
	GCA_025272815.1
	2.49184
	32.987

	Staphylococcus warneri
	22.1
	1292
	PRJNA489795
	489795
	SAMN09989479
	GCA_003571725.1
	2.54163
	32.8633

	Staphylococcus lugdunensis
	FDAARGOS_141
	28035
	PRJNA231221
	231221
	SAMN03996285
	GCA_001558775.1
	2.57183
	33.8

	Staphylococcus simulans
	IVB6189
	1286
	PRJNA819273
	819273
	SAMN26923381
	GCA_025561465.1
	2.68224
	36.0729

	Staphylococcus pseudintermedius
	SP_11304-3A
	283734
	PRJNA683859
	683859
	SAMN17039295
	GCA_016126715.1
	2.6296
	37.5386

	Staphylococcus xylosus
	SMQ-121
	1288
	PRJNA241308
	241308
	SAMN02850631
	GCA_000709415.1
	2.75756
	32.9

	Staphylococcus simiae
	NCTC13838
	308354
	PRJEB6403
	251923
	SAMEA4384339
	GCA_900187055.1
	2.64398
	32.2

	Staphylococcus arlettae
	NCTC12413
	29378
	PRJEB6403
	251923
	SAMEA3529262
	GCA_900457375.1
	2.7227
	33.7

	Staphylococcus hyicus
	ATCC 11249
	1284
	PRJNA252807
	252807
	SAMN02863110
	GCA_000816085.1
	2.47213
	35.6

	Staphylococcus delphini
	IVB6190
	53344
	PRJNA819273
	819273
	SAMN26923353
	GCA_025558825.1
	2.61675
	38.4

	Staphylococcus intermedius
	NCTC 11048
	1141106
	PRJEB6403
	251923
	SAMEA3614276
	GCA_900458545.1
	2.89153
	37.4

	Staphylococcus equorum
	FDAARGOS_1068
	246432
	PRJNA231221
	231221
	SAMN16357237
	GCA_016127455.1
	2.77232
	33.0594

	Staphylococcus massiliensis
	CCUG 55927
	1189613
	PRJNA165175
	165175
	SAMN02472049
	GCA_000298075.1
	2.36659
	36.7

	Staphylococcus chromogenes
	22
	46126
	PRJNA357351
	357351
	SAMN06142920
	GCA_002994305.1
	2.30075
	36.7

	Staphylococcus pettenkoferi
	FDAARGOS_288
	170573
	PRJNA231221
	231221
	SAMN06173301
	GCA_002208805.2
	2.50236
	38.9

	Staphylococcus pasteuri
	FDAARGOS_1069
	45972
	PRJNA231221
	231221
	SAMN16357238
	GCA_016599795.1
	2.48481
	31.6019

	Staphylococcus cohnii
	NCTC11041
	29382
	PRJEB6403
	251923
	SAMEA3871778
	GCA_900458255.1
	2.69424
	32.4

	Staphylococcus agnetis
	1379
	985762
	PRJNA553673
	553673
	SAMN13231958
	GCA_011466855.1
	2.44925
	35.9
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	Species
	Strain
	TaxID
	BioProject Accession
	BioProject ID
	BioSample Accession
	Assembly Accession
	Size (Mb)
	GC%

	Staphylococcus gallinarum
	FCW1
	1293
	PRJNA753470
	753470
	SAMN20695247
	GCA_020790155.1
	2.8803
	33.2

	Staphylococcus microti
	NCTC13832
	569857
	PRJEB6403
	251923
	SAMEA4384064
	GCA_900458705.1
	2.48645
	38

	Staphylococcus argenteus
	MSHR1132
	985002
	PRJEA62885
	62885
	SAMEA2272597
	GCA_000236925.1
	2.78764
	32.3652

	Staphylococcus succinus
	14BME20
	61015
	PRJNA350340
	350340
	SAMN05938307
	GCA_001902315.1
	2.74567
	33.1

	Staphylococcus condiment
	StO 2014-01
	70255
	PRJNA357697
	357697
	SAMN06159561
	GCA_001922405.1
	2.70089
	34.5504

	Staphylococcus schleiferi
	MGYG-HGUT-01437
	1295
	PRJEB33885
	559126
	SAMEA5850940
	GCA_902374935.1
	2.47882
	36.1

	Staphylococcus schweitzeri
	NCTC13712
	1654388
	PRJEB6403
	251923
	SAMEA3724095
	GCA_900636685.1
	2.78494
	32.4

	Staphylococcus auricularis
	FDAARGOS_882
	29379
	PRJNA231221
	231221
	SAMN13450412
	GCA_016028295.1
	2.21658
	37.4

	Staphylococcus lutrae
	ATCC 700373
	155085
	PRJNA379140
	379140
	SAMN06602281
	GCA_002101335.1
	2.53312
	37.7

	Staphylococcus muscae
	NCTC13833
	1294
	PRJEB6403
	251923
	SAMEA4412661
	GCA_900187005.1
	2.09512
	37.4

	Staphylococcus piscifermentans
	NCTC13836
	70258
	PRJEB6403
	251923
	SAMEA4384060
	GCA_900186985.1
	2.61327
	36.7

	Staphylococcus saccharolyticus
	13T0028
	33028
	PRJNA473062
	473062
	SAMN09259155
	GCA_004291115.2
	2.35257
	32.1577

	Staphylococcus nepalensis
	JS11
	214473
	PRJNA344825
	344825
	SAMN05846264
	GCA_002442935.1
	3.00775
	33.0674

	Staphylococcus edaphicus
	CCM 8730
	1955013
	PRJNA356820
	356820
	SAMN06127798
	GCA_002614725.1
	2.68766
	33.3

	Staphylococcus kloosii
	ATCC 43959
	29384
	PRJNA438350
	438350
	SAMN08713000
	GCA_003019255.1
	2.63904
	33.0869

	Staphylococcus petrasii
	NCTC13835
	1276936
	PRJEB6403
	251923
	SAMEA4384235
	GCA_900458665.1
	2.52489
	33.5

	Staphylococcus rostri
	DSM 21968
	522262
	PRJNA339206
	339206
	SAMN05977995
	GCA_002902145.1
	2.34102
	38.4

	Staphylococcus felis
	ATCC 49168
	46127
	PRJNA438350
	438350
	SAMN08712993
	GCA_003012915.1
	2.47942
	35.2

	Staphylococcus argensis
	DE0069
	1607738
	PRJNA543692
	543692
	SAMN11792229
	GCA_007682245.1
	2.48059
	38.8

	Staphylococcus devriesei
	NCTC13828
	586733
	PRJEB6403
	251923
	SAMEA4384058
	GCA_900458355.1
	2.40207
	33.5

	Staphylococcus cornubiensis
	NW1
	1986155
	PRJEB20760
	385934
	SAMEA104055222
	GCA_900183575.1
	2.67781
	37.4

	Staphylococcus pseudoxylosus
	Colony297
	2282419
	PRJNA668870
	668870
	SAMN17905385
	GCA_018501965.1
	2.91011
	35.2

	Staphylococcus Caeli
	82B
	2201815
	PRJEB4141
	221830
	SAMEA2297795
	GCA_900097965.1
	2.70874
	33.3

	Staphylococcus borealis
	51-48
	2742203
	PRJEB2705
	204481
	SAMEA1035138
	GCA_001224225.1
	2.66859
	33.6

	Staphylococcus ureilyticus
	IVB6236
	94138
	PRJNA819273
	819273
	SAMN26923352
	GCA_025558845.1
	2.67704
	32.7

	Staphylococcus coagulans
	1031336
	74706
	PRJNA734121
	734121
	SAMN19471816
	GCA_022557135.1
	2.48306
	35.8

	Staphylococcus pragensis
	CCM 8529
	1611836
	PRJNA527789
	527789
	SAMN11160011
	GCA_004785665.1
	2.44979
	33.1

	Staphylococcus croceilyticus
	CCM 8421
	319942
	PRJNA527775
	527775
	SAMN11159558
	GCA_004684875.1
	2.3756
	33.3


Table S5. Continue …

	Species
	Strain
	TaxID
	BioProject Accession
	BioProject ID
	BioSample Accession
	Assembly Accession
	Size (Mb)
	GC%

	Staphylococcus debuckii
	SDB 2975
	2044912
	PRJNA406952
	406952
	SAMN07634888
	GCA_003718735.1
	2.69185
	36.6

	Staphylococcus durrellii
	27_4_6_LY
	2781773
	PRJNA670403
	670403
	SAMN16495140
	GCA_015594545.1
	2.63371
	32.7

	Staphylococcus lloydii
	23_2_7_LY
	2781774
	PRJNA670403
	670403
	SAMN16495139
	GCA_015775975.1
	2.56938
	33.4

	Staphylococcus canis
	H16/1A
	2724942
	PRJNA601973
	601973
	SAMN14548534
	GCA_016238445.1
	2.22915
	34.8

	Staphylococcus caledonicus
	H8/1
	2741333
	PRJNA596428
	596428
	SAMN15065541
	GCA_016238465.1
	2.50337
	33.6

	Staphylococcus ratti
	CCM 9025
	2892440
	PRJNA779216
	779216
	SAMN22456156
	GCA_020883535.1
	2.32334
	36.0845

	Staphylococcus shinii
	K22-5M
	2912228
	PRJNA715179
	715179
	SAMN18334909
	GCA_017583065.1
	3.02457
	32.5























Table S6. Phenotypic confirmation of all isolates using minimum inhibitory concentration/ MIC against 31 antibiotics (PBPC1J plate panel, Beckman Coulter, CA, USA) according to the manufacturer’s instruction and run on the MicroScan WalkAway 96 Plus machine (Beckman Coulter, CA, USA). 

	Isolate ID
	ABPC
	ABPC/ SBT
	AMPC/ CVA
	AZM
	CEZ
	CFPM
	CFX-S
	CLDM
	CMZ
	CP
	CPZ/ SBT
	CTM
	DAP
	EM
	FMOX

	M1
	R
	R
	R
	R
	R
	R
	R
	R
	R
	S
	R
	R
	S
	R
	R

	M5
	R
	R
	R
	R
	R
	R
	R
	S
	R
	S
	R
	R
	S
	R
	R

	M6
	R
	R
	R
	R
	R
	R
	R
	S
	R
	S
	R
	R
	S
	R
	R

	M7
	R
	R
	R
	R
	R
	R
	R
	S
	R
	S
	R
	R
	S
	R
	R

	M8a
	R
	R
	R
	S
	R
	R
	R
	S
	R
	S
	R
	R
	S
	S
	R

	M9a
	R
	R
	R
	S
	R
	R
	R
	S
	R
	S
	R
	R
	S
	S
	R

	M12
	R
	R
	R
	R
	R
	R
	R
	R
	R
	S
	R
	R
	S
	R
	R

	M13
	R
	R
	R
	S
	R
	R
	R
	R
	R
	S
	R
	R
	S
	S
	R

	M14a
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	S
	R
	R

	M14b
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	R
	S
	R
	R

	M16
	R
	R
	R
	S
	R
	R
	R
	S
	R
	S
	R
	R
	S
	S
	R

	M20
	R
	R
	R
	S
	R
	R
	R
	S
	R
	S
	R
	R
	S
	S
	R

	M23b
	R
	R
	R
	R
	R
	R
	R
	S
	R
	S
	R
	R
	S
	R
	R

	M24
	R
	R
	R
	R
	R
	R
	R
	R
	R
	S
	R
	R
	S
	R
	R

	M25
	R
	R
	R
	R
	R
	R
	R
	S
	R
	S
	R
	R
	S
	I
	R

	M26
	R
	R
	R
	R
	R
	R
	R
	R
	NA
	R
	R
	R
	S
	R
	R

	M27
	R
	R
	R
	R
	R
	R
	R
	R
	R
	S
	R
	R
	S
	R
	R

	M32
	R
	R
	R
	R
	R
	R
	R
	R
	R
	S
	R
	R
	S
	R
	R

	M33
	R
	R
	R
	R
	R
	R
	R
	R
	R
	S
	R
	R
	S
	R
	R

	M34
	R
	R
	R
	R
	R
	R
	R
	R
	R
	S
	R
	R
	S
	R
	R











Table S6. Continue …

	[bookmark: _heading=h.gjdgxs]Isolate ID
	FOM
	GM
	IPM
	LVFX
	LZD
	MEPM
	MINO
	MPIPC
	MUP
	PCG
	QPR/ DPR
	RFP
	ST
	TEIC
	VCM

	M1
	R
	S
	R
	S
	S
	R
	S
	R
	S
	R
	S
	S
	S
	S
	S

	M5
	R
	R
	R
	R
	S
	R
	S
	R
	S
	R
	S
	S
	S
	S
	S

	M6
	R
	S
	R
	S
	S
	R
	S
	R
	NA
	R
	S
	S
	S
	S
	S

	M7
	S
	S
	R
	S
	S
	R
	S
	R
	S
	R
	S
	S
	S
	S
	S

	M8a
	S
	S
	R
	S
	S
	R
	S
	R
	S
	R
	S
	S
	S
	S
	S

	M9a
	I
	I
	R
	S
	S
	R
	S
	R
	S
	R
	S
	S
	S
	S
	S

	M12
	S
	S
	R
	S
	R
	R
	S
	R
	S
	R
	S
	S
	S
	S
	S

	M13
	R
	S
	R
	S
	S
	R
	S
	R
	S
	R
	S
	S
	S
	S
	S

	M14a
	S
	R
	R
	R
	S
	R
	S
	R
	S
	R
	S
	S
	S
	S
	S

	M14b
	S
	R
	R
	R
	S
	R
	S
	R
	S
	R
	S
	S
	S
	S
	S

	M16
	S
	S
	R
	R
	S
	R
	S
	R
	S
	R
	S
	S
	S
	S
	S

	M20
	I
	S
	R
	R
	S
	R
	I
	R
	S
	R
	S
	S
	S
	S
	S

	M23b
	R
	S
	R
	S
	S
	R
	S
	R
	NA
	R
	S
	S
	S
	S
	S

	M24
	S
	S
	R
	S
	S
	R
	S
	R
	S
	R
	S
	S
	S
	S
	S

	M25
	R
	S
	R
	S
	S
	R
	S
	R
	S
	R
	S
	S
	S
	S
	S

	M26
	S
	S
	R
	R
	S
	R
	S
	R
	S
	R
	S
	S
	S
	S
	S

	M27
	I
	R
	R
	S
	S
	R
	S
	R
	S
	R
	S
	S
	S
	S
	S

	M32
	S
	R
	R
	R
	S
	R
	S
	R
	S
	R
	S
	S
	S
	S
	S

	M33
	I
	S
	R
	R
	S
	R
	S
	R
	S
	R
	S
	S
	S
	S
	S

	M34
	S
	S
	R
	S
	S
	R
	S
	R
	S
	R
	S
	S
	S
	S
	S


ABPC = ampicillin, ABPC/ SBT = ampicillin/ sulbactam, AMPC/ CVA = amoxicillin / clavulanate, AZM = azithromycin, CEZ = cefazolin, CFPM = cefepime, CFX-S = cefoxitin, CLDM = clindamycin, CMZ = cefmethazole, CP = chloramphenicol, CPZ/ SBT = cefoperazone/ sulbactam, CTM = cefotiam, DAP = daptomycin, EM = Erithromycin, FMOX = flomoxef, FOM = fosfomycin, GM = gentamycin, I-CLDM = erythromycin/ clindamycin, IPM = imipenem, LVFX = levofloxacin, LZD = linezolid, MEPM = meropenem, MINO = minocycline, MPIPC = oxacillin, MUP = mupirocin, PCG = benzyl-penicillin, QPR/ DPR = quinupristin/ dalfopristin, RFP = rifampicin, ST = trimethoprim/ sulfamethoxasol, TEIC = teicoplanin, VCM = vancomycin.
NA = not available.




Table S7. Oligonucleotides for resistance gene amplification used in this study.

	Primer name
	Sequence (5′-3′)
	Representative genes
	Amplification size (bp)
	Reference

	Methicillin resistance:
	
	
	
	

	mecA_F
	GTG AAG ATA TAC CAA GTG ATT
	mecA
	147
	1, 2

	mecA_R 
	ATG CGC TAT AGA TTG AAA GGA T
	mecA
	147
	1, 2

	mecC_F
	GAA AAA AAG GCT TAG AAC GCC TC
	mecC
	138
	1, 2

	mecC_R
	GAA GAT CTT TTC CGT TTT CAG C
	mecC
	138
	1, 2

	Vancomycin resistance:
	
	
	
	

	vanA_F
	GGG AAA ACG ACA ATT GC
	vanA
	732
	3

	vanA_R
	GTA CAA TGC GCC GTT A
	vanA
	732
	3

	vanB_F
	ATG GGA AGC CGA TAG TC
	vanB
	632
	3

	vanB_R
	GAT TTC GTT CCT CGA CC
	vanB
	632
	3

	β-lactamases:
	
	
	
	

	SHV_F
	AGC CGC TTG AGC AAA TTA AAC
	blaSHV-1
	928
	4

	SHV_R
	ATC CCG CAG ATA AAT CAC CAC
	blaSHV-1
	928
	4

	TEM_F
	CAT TTC CGT GTC GCC CTT ATT C
	blaTEM-1/-2 variant
	800
	4

	TEM_R
	CGT TCA TCC ATA GTT GCC TGAC
	blaTEM-1/-2 variant
	800
	4

	OXA_F
	GCG TGG TTA AGG ATG AAC AC
	blaOXA-48
	564
	4

	OXA_R
	CAT CAA GTT CAA CCC AAC CG
	blaOXA-48
	564
	4

	CTXM7
	GCG TGA TAC CAC TTC ACC TC
	blaCTX-M-1 group
	260
	4

	CTXM8
	TGA AGT AAG TGA CCA GAA TC
	blaCTX-M-1 group
	260
	4

	CTXM17
	TGA TAC CAC CAC GCC GCT C
	blaCTX-M-2 group
	341
	4

	CTXM18
	TAT TGC ATC AGA AAC CGT GGG
	blaCTX-M-2 group
	341
	4

	CTXM19
	CAA TCT GAC GTT GGG CAA TG
	blaCTX-M-8/25/26 group
	207
	4

	CTXM20
	ATA ACC GTC GGT GAC AAT T
	blaCTX-M-8/25/26 group
	207
	4

	CTXM11
	ATC AAG CCT GCC GAT CTG GTT A
	blaCTX-M-9 group
	293
	4

	CTXM12
	GTA AGC TGA CGC AAC GTC TGC
	blaCTX-M-9 group
	293
	4





Table S7. Continue …

	Primer name
	Sequence (5′-3′)
	Representative genes
	Amplification size (bp)
	Reference

	Plasmid-mediated quinolone resistance:
	
	
	

	qnrA_F
	ATT TCT CAC GCC AGG ATT TG
	qnrA
	574
	4

	qnrA_R
	TGC CAG GCA CAG ATC TTG AC
	qnrA
	574
	4

	qnrB_F
	CGA CCT KAG CGG CAC TGA AT
	qnrB
	514
	4

	qnrB_R
	GAG CAA CGA YGC CTG GTA GYT G
	qnrB
	514
	4

	qnrS_F
	ATC GCA AGT TCA TTG AAC AG
	qnrS
	432
	4

	qnrS_R
	GAT CTA AAC CGT CGA GTT CG
	qnrS
	432
	4
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