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Supplementary Information
Table S1. Continuous assignment results showing the proportion of individuals from each site (within Mexico) and year (2019–2021), assigned to the northern and southern natal clusters (see Figure 2). Note these clusters are derived from the continuous probability surfaces and the ‘northern’ and ‘southern’ clusters do not correspond to those described in the binned approach. 
	
	
	
	Natal cluster

	Site
	Year
	n 
	Northern
	Southern

	Northern Mexico
	2019
	60
	0.62
	0.38

	
	2020
	86
	0.57
	0.43

	
	2021
	70
	0.53
	0.47

	Central Mexico
	2019
	78
	0.53
	0.47

	Overwinter
	2019
	40
	0.35
	0.65

	
	2020
	198
	0.57
	0.43

	
	2021
	232
	0.58
	0.42

	Total
	
	764
	0.55
	0.45




Table S2. Pairwise differences in δ2Hwing measurements between sites (‰; rows minus columns) and significance level based on Tukey multiple comparisons on means post-hoc test (* p < 0.05; ** p < 0.01, *** p < 0.001).
	Sites
	1
	2
	3
	4
	5
	6
	7

	2
	2.27 
	
	
	
	
	
	

	3
	16.58***
	14.31***
	
	
	
	
	

	4
	12.59***
	10.31***
	-4.00
	
	
	
	

	5
	12.19***
	9.92***
	-4.39
	-0.40
	
	
	

	6
	5.71**
	3.44
	-10.87***
	-6.87***
	-6.48**
	
	

	7
	6.96**
	4.69
	-9.62***
	-5.62
	-5.22
	1.25
	

	8
	4.54**
	2.27
	-12.05***
	-8.04***
	-7.65***
	-1.17
	-2.43




Table S3. Binned assignment results showing the number of individuals from each site (and proportion of total) in each year (2019–2021), assigned to one of three natal regions (Figure 3; North, Central, South). The number of outliers is provided for the northern and central sites, but outliers (defined as those individuals with natal origins in the southern zone) are not included in the total sample sizes (n) or the percentages for sites 1–4.
	
	
	
	Natal region
	

	Site
	Year
	n
	North
	Central
	South
	Outliers

	Ontario (1)
	2019
	50
	33 (0.66)
	17 (0.34)
	
	0

	
	2020
	86
	56 (0.65)
	30 (0.35)
	
	3

	
	2021
	71
	52 (0.73)
	19 (0.27)
	
	0

	Iowa (2)
	2019
	38
	20 (0.53)
	18 (0.47)
	
	2

	
	2020
	58
	33 (0.57)
	25 (0.43)
	
	2

	
	2021
	19
	5 (0.26)
	14 (0.74)
	
	3

	Kansas (3)
	2019
	23
	12 (0.52)
	11 (0.48)
	
	7

	
	2020
	37
	15 (0.41)
	22 (0.59)
	
	13

	
	2021
	46
	3 (0.07)
	43 (0.93)
	
	44

	Oklahoma (4)
	2019
	27
	19 (0.70)
	8 (0.30)
	
	8

	
	2020
	30
	15 (0.50)
	15 (0.50)
	
	5

	
	2021
	43
	11 (0.26)
	32 (0.74)
	
	38

	Texas (5)
	2019
	34
	10 (0.29)
	17 (0.50)
	7 (0.21)
	

	
	2020
	43
	22 (0.51)
	9 (0.21)
	12 (0.28)
	

	
	2021
	30
	6 (0.20)
	12 (0.40)
	12 (0.40)
	

	Northern Mexico (6)
	2019
	40
	20 (0.50)
	14 (0.35)
	6 (0.15)
	

	
	2020
	86
	39 (0.45)
	38 (0.44)
	9 (0.10)
	

	
	2021
	70
	31 (0.44)
	25 (0.36)
	14 (0.20)
	

	Central Mexico (7)
	2019
	98
	40 (0.41)
	48 (0.49)
	10 (0.10)
	

	
	2020
	
	
	
	
	

	
	2021
	
	
	
	
	

	Overwintering
	2019
	40
	12 (0.30)
	17 (0.42)
	11 (0.28)
	

	
	2020
	198
	93 (0.47)
	85 (0.43)
	20 (0.10)
	

	
	2021
	232
	123 (0.53)
	66 (0.28)
	43 (0.19)
	




Table S4. Pairwise differences in δ2Hlipid measurements between sites (‰; rows minus columns) and significance level based on Tukey multiple comparisons on means post-hoc test (* p < 0.05; ** p < 0.01, *** p < 0.001).
	Sites
	1
	2
	3
	4
	5
	6
	7

	2
	8.24
	
	
	
	
	
	

	3
	21.48***
	12.94
	
	
	
	
	

	4
	61.25***
	53.02***
	40.08***
	
	
	
	

	5
	-5.89
	-14.13
	-27.07***
	-67.15***
	
	
	

	6
	-10.85
	-19.09*
	-32.03***
	-72.10***
	-4.96
	
	

	7
	-34.96***
	-43.19***
	-56.14***
	-96.21***
	-29.06***
	-24.11**
	

	8
	23.75***
	15.52
	2.57
	-37.50***
	29.65***
	34.61***
	58.71***



