Table S1. Germline mutations in TE8  
	　
	　
	　
	　
	Percentage levels of mutation (%)

	Position
	ref
	alt
	Gene
	TE8
	TE8 (CDDP-10d)
	TE8 (CDDP-21d)
	TE8 (CDDP-r)

	73
	A
	G
	D-loop
	100.0
	99.9
	100.0
	99.9

	199
	T
	C
	D-loop
	99.8
	99.9
	99.9
	99.8

	202
	A
	G
	D-loop
	99.8
	99.9
	99.9
	99.8

	207
	G
	A
	D-loop
	99.8
	99.9
	99.9
	99.8

	263
	A
	G
	D-loop
	100.0
	99.9
	99.9
	100.0

	310
	-
	C
	D-loop
	99.2
	97.2
	95.6
	95.7

	499
	G
	A
	D-loop
	99.7
	99.9
	99.8
	100.0

	750
	A
	G
	MT-RNR1
	99.6
	100.0
	99.7
	99.6

	827
	A
	G
	MT-RNR1
	99.5
	100.0
	99.7
	99.6

	1438
	A
	G
	MT-RNR1
	99.5
	99.9
	99.8
	99.8

	2706
	A
	G
	MT-RNR2
	99.7
	100.0
	100.0
	99.9

	4117
	T
	C
	MT-ND1
	99.9
	99.9
	99.9
	99.9

	4820
	G
	A
	MT-ND2
	99.8
	99.9
	99.9
	100.0

	6023
	G
	A
	MT-CO1
	99.9
	99.9
	99.9
	99.9

	6413
	T
	C
	MT-CO1
	100.0
	99.9
	99.9
	99.9

	7028
	C
	T
	MT-CO1
	99.6
	99.9
	99.9
	99.8

	8860
	A
	G
	MT-ATP6
	99.9
	99.9
	100.0
	100.0

	11719
	G
	A
	MT-ND4
	100.0
	100.0
	100.0
	100.0

	13590
	G
	A
	MT-ND5
	99.8
	100.0
	100.0
	99.8

	14766
	C
	T
	MT-CYB
	99.8
	100.0
	100.0
	100.0

	15236
	A
	G
	MT-CYB
	99.7
	100.0
	99.9
	99.9

	15326
	A
	G
	MT-CYB
	100.0
	100.0
	100.0
	100.0

	15535
	C
	T
	MT-CYB
	100.0
	100.0
	100.0
	100.0

	15929
	A
	G
	MT-TT
	100.0
	100.0
	99.9
	99.9

	16136
	T
	C
	D-loop
	99.6
	99.7
	99.4
	99.7

	16213
	G
	A
	D-loop
	97.3
	96.3
	96.6
	99.4

	16249
	T
	C
	D-loop
	99.9
	99.9
	99.9
	99.7

	16284
	A
	G
	D-loop
	99.9
	99.9
	99.9
	99.9

	16519
	T
	C
	D-loop
	99.9
	99.9
	99.9
	100.0


ref; reference, alt; alternation, AF; arelle frequency, No; normal operation, Tbx; tumor biopsy, To; tumor operation


















Table S2. Germline mutations in TE8
	　
	　
	　
	　
	Percentage levels of mutation (%)

	Position
	ref
	alt
	Gene
	TE8
	TE8 (CDDP-10d)
	TE8 (CDDP-21d)
	TE8 (CDDP-r)

	4036
	G
	A
	MT-ND1
	10.2
	10.3
	10.7
	0.0

	4449
	G
	A
	MT-TM
	0.0
	0.0
	0.0
	7.1

	8406
	C
	-
	MT-ATP8
	3.3
	3.5
	3.7
	0.0

	10192
	C
	-
	MT-ND3
	0.0
	0.0
	0.0
	18.7


ref; reference, alt; alternation, CDDP; cisplatin, d; days, r; resistant
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