Supplementary Table S1. Affected cases and asymptomatic carriers of ALS families.
	Family No.

	[bookmark: _GoBack]Affected Cases*
	Asymptomatic Carriers*

	1
	2
	-

	2
	4
	-

	3
	2
	-

	4
	1
	-

	5
	1
	-

	6
	2
	-

	7
	2
	-

	8
	2
	-

	9
	1
	-

	10
	1
	1

	11
	1
	-

	12
	1
	-


*Registered as CING patients.


	Supplementary Table S2. In silico predictions of missense variants of uncertain clinical significance (VUS).

	Sequence Variant
	
	Missense Software Prediction Tools

	
	
	MutationTaster (probability)
	MutationTaster 2021 (TV)
	PolyPhen-2 (S)
	MutPred2 (S)
	PANTHER (Pdel)
	CADD (S¹)

	TARDBP (NM_003119.4)

	c.800A>G
p.(Asn267Ser)
	Disease causing (0.999)
	Deleterious (81|19)
	Benign  
(0)
	Pathogenic (0.536)
	N/F
	Deleterious    (15.84)

	FIG4 (NM_014845.6)

	c.295G>T p.(Val99Phe)
	Disease causing (0.999)
	Deleterious (59|41)
	Possibly damaging (0.876)
	Pathogenic (0.87)
	N/F
	Deleterious (26.2)

	GLT8D1 (NM_018446.4)

	c.713C>G p.(Thr238Ser)
	Disease causing (0.999)
	Deleterious (54|46)
	Possibly damaging (0.996)
	Pathogenic (0.758)
	Probably damaging (0.74)
	Deleterious (25.5)

	BICD2 (NM_001003800.2)


	c.1180C>A p.(Leu394Met)
	Disease causing (0.999)
	Deleterious (54|46)
	Possibly damaging     (1)
	Not Pathogenic (0.106)
	Possibly damaging (0.5)
	Deleterious    (22.7)



