peroxisome [ 0.7033
bile acid metabolism [ 0.7018
adipogenesis [ 0.6995

oxidative phosphorylation [ 0.6899

fatty acid metabolism [ 0.6871

xenobiotic metabolism R 0.6605
coagulation [ 0.5814
androgen response [ 0.5672
heme metabotism [ 0.5566

complement N 0.5344
apoptosis [ 0.5229
mTORCT signaling [ 0.5039
protein secretion N 0.5025
unfolded protein response_ 0.4951
MYC targets v1 [ 0.4767
estrogen response late_ 0.4674
P53 pathway [ 0.4606
KRAS signaling up [ 0.4567
IL2-STATS signaling [N 0.4485
UV response up [, 0.4409
cholesterol homeostasis _ 0.4373
estrogen response early_ 0.4277
KRAS signaling dn [ 0.4201
UV response dn [ 0.4112
NOTCH signaling [ 0.3943
hedgehog signaling [ 0.3761
mitotic spindle [ 0374
pancreas beta cells_ 0.3631
TGF beta signaling_ 0.3546
angiogenesis [N 0.3522
hypoxia [ 0.3376
PI3K-AKT-mTOR signaling [ NG 0.3327
myogenesis [N 0.3002
G2M checkpoint [ 0.2748
interferon gamma response_ 0.2693
interferon alpha response_ 0.2463
WNT beta catenin signaling_ 0.2358
epithelial mesenchymal transition _ 0.2163
apical junction _ 0.1802
DNA repair_ 0.1722
TNFA signaling via NFKB [N (.1382

E2F targets [ 0.0638
IL6-JAK-STATS3 signaling[l] 0.0155

—0.0318 - inflammatory response
—0.0638 - spermatogenesis
—0.0881 - apical surface
—-0.1011 _ allograft rejection
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