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Figure supplementary 1. Validation of the XPC gene knockout in the three skin cell types

The exon 3 target site of the XPC gene was sequenced to validate the type of edit introduced. BLAST bioinformatic alignment analysis of the

control versus the XPC KO clone has shown 2 nucleotide deletion for keratinocytes, 5 nucleotide deletion for fibroblasts, and 238 nucleotide

deletion for melanocytes in the target site, which induced a frameshift disruption of the gene.



Supplementary figure 2. List of
predicted possible off-target genes by
CRISPOR bioinformatic tool

Supplementary figure 3. The protein expression of the possible predicted off-targets was 
validated using MS-based proteomic profiling in XPC KO and associated control cells.



Supplementary Figure 10B. Control skin keratinocytes (N/TERT-2G), fibroblasts (S1F/TERT-1), and melanocytes (Mel-ST) 
embedded in a fibrin scaffold express collagen Type I (in red), Type III (in purple), and involucrin (in red).
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