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PQS on both strands – frequency ratio to gene
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PQS on the negative strand – frequency ratio to gene
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PQS on the positive strand – frequency ratio to gene
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Mammalia – PQS on both strands – frequency per 1,000 nt
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Mammalia – PQS on the negative strand – frequency per 1, 000 nt
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Aves – PQS on both strands – frequency per 1,000 nt
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Aves – PQS on the positive strand – frequency per 1,000 nt
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Aves – PQS on the negative strand – frequency per 1 ,000 nt
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Mammalia – PQS on the positive strand – frequency per 1,000 nt
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