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Supplementary Figure S1. Entire research workflow for our study
[image: 补充Forest plot_1]
Supplementary Figure S2. Forest plot summarizing 8 genes overall impact on aortic dissection
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Supplementary Figure S3. Sensitivity analysis via“leave-one-out”plots
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Supplementary Figure S4. Enrichment Analysis of DEGs in CCN3 Type Cells in Gene Ontology (GO) Categories and Signaling Pathways. (A) The GO enrichment analysis of DEGs in CCN3 Type Cells revealed the presence of biological process (BP), cellular component (CC), and molecular function (MF). (B) Signaling Pathway Enrichment Analysis of DEGs in CCN3 Type Cells.


Supplementary Table S1 
	
	
	Overall
	AD
	HC
	p

	n
	
	12
	6
	6
	

	Gender (%)
	Female
	4(33.3)
	2(33.3)
	2(33.3)
	1

	
	Male
	8(66.7)
	4(66.7)
	4(66.7)
	

	Age (± SD)
	
	54.8(10.4)
	61.0(7.5)
	48.5(9.4)
	0.029

	Marital Status (%)
	Married
	12(100.0)
	6(100.0)
	6(100.0)
	

	Smoking (%)
	
	
	
	
	

	
	NO
	8(66.7)
	4(66.7)
	4(66.7)
	1

	
	YES
	4(33.3)
	2(33.3)
	2(33.3)
	

	Drinking (%)
	
	
	
	
	

	
	NO
	6(50.0)
	3(50.0)
	3(50.0)
	1

	
	YES
	6(50.0)
	3(50.0)
	3(50.0)
	

	BMI (± SD)
	
	22.6(2.1)
	24.4(1.0)
	20.8(1.2)
	<0.001

	SBP (± SD)
	
	135.1(28.6)
	144.3(39.6)
	125.8(5.1)
	0.283

	DBP (± SD)
	
	81.2(16.7)
	82.2(24.6)
	80.3(2.3)
	0.859

	Mean Arterial Pressure (± SD)
	
	99.2(18.6)
	102.9(26.8)
	95.5(2.4)
	0.517

	Pulse Pressure (± SD)
	
	53.8(22.6)
	62.2(30.4)
	45.5(5.3)
	0.216

	Heart Rate (± SD)
	
	78.2(19.2)
	85.8(25.5)
	70.7(5.2)
	0.184

	Hypertension (%)
	
	
	
	
	

	
	NO
	5(41.7)
	0(0.0)
	5(83.3)
	0.015

	
	YES
	7(58.3)
	6(100.0)
	1(16.7)
	

	Diabetes (%)
	
	
	
	
	

	
	NO
	11(91.7)
	6(100.0)
	5(83.3)
	0.341

	
	YES
	1(8.3)
	0.0(0.0)
	1(16.7)
	

	Blood Glucose (± SD)
	
	6.4(1.1)
	6.9(1.2)
	6.0(0.9)
	0.173

	Total Cholesterol (± SD)
	
	3.5(0.5)
	3.7(0.5)
	3.4(0.5)
	0.326

	Triglycerides (± SD)
	
	1.2(0.2)
	1.4(0.2)
	1.1(0.1)
	0.007

	LDL (± SD)
	
	2.4(0.5)
	2.6(0.3)
	2.2(0.6)
	0.163

	HDL (± SD)
	
	1.2(0.1)
	1.2(0.2)
	1.2(0.1)
	0.813

	D-dimer (± SD)
	
	7.1(13.4)
	15.2(17.3)
	0.3(0.1)
	0.063

	CRP (± SD)
	
	2.9(2.6)
	4.6(2.7)
	1.1(0.5)
	0.011

	PCT (± SD)
	
	0.1(0.1)
	0.1(0.1)
	0.0(0.0)
	0.083


[bookmark: _GoBack]AD (Aortic Dissection), HC (Healthy Control), p (p-value), BMI (Body Mass Index), SBP (Systolic Blood Pressure), DBP (Diastolic Blood Pressure), LDL (Low-Density Lipoprotein), HDL (High-Density Lipoprotein), CRP (C-Reactive Protein), PCT (Procalcitonin)
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