TableA1 The adjusted P-values of KEGG enrichment analysis between 15 D vs. CK
	Description
	 Adjusted P-values

	Motor proteins
	0.003003

	Starch and sucrose metabolism
	0.006272

	Flavonoid biosynthesis
	0.007111

	Circadian rhythm - plant
	0.008333

	Selenocompound metabolism
	0.009702

	Sulfur metabolism
	0.011878

	Carotenoid biosynthesis
	0.023731

	Phenylpropanoid biosynthesis
	0.029612

	Monobactam biosynthesis
	0.031678

	Monoterpenoid biosynthesis
	0.032767

	Brassinosteroid biosynthesis
	0.088568

	Inositol phosphate metabolism
	0.091764

	Ribosome biogenesis in eukaryotes
	0.118466

	Indole alkaloid biosynthesis
	0.177655

	Amino sugar and nucleotide sugar metabolism
	0.190165



TableA2 The adjusted P-values of KEGG enrichment analysis between 30 D vs. CK
	Description
	Adjusted P-values

	Photosynthesis - antenna proteins
	0.000000

	Plant hormone signal transduction
	0.000000

	MAPK signaling pathway - plant
	0.000001

	Motor proteins
	0.000002

	Phenylpropanoid biosynthesis
	0.000046

	Photosynthesis
	0.000154

	alpha-Linolenic acid metabolism
	0.029058

	Linoleic acid metabolism
	0.031665

	Indole alkaloid biosynthesis
	0.032769

	DNA replication
	0.067098

	Betalain biosynthesis
	0.073750

	Fatty acid elongation
	0.088636

	Carotenoid biosynthesis
	0.090224

	Starch and sucrose metabolism
	0.157688

	Monoterpenoid biosynthesis
	0.163237

	Fatty acid biosynthesis
	0.169936

	Nucleotide metabolism
	0.176869

	Pyrimidine metabolism
	0.192469

	Thiamine metabolism
	0.253745

	Stilbenoid, diarylheptanoid and gingerol biosynthesis
	0.257048






TableA3 The adjusted P-values of KEGG enrichment analysis between 30 D vs. 15 D
	Description
	Adjusted P-values

	Plant hormone signal transduction
	0.000000

	Circadian rhythm - plant
	0.000001

	Sesquiterpenoid and triterpenoid biosynthesis
	0.000037

	Phenylpropanoid biosynthesis
	0.000094

	Starch and sucrose metabolism
	0.000463

	MAPK signaling pathway - plant
	0.001137

	Biosynthesis of various plant secondary metabolites
	0.001461

	Galactose metabolism
	0.003580

	Zeatin biosynthesis
	0.005545

	Flavonoid biosynthesis
	0.015396

	Photosynthesis - antenna proteins
	0.032986

	alpha-Linolenic acid metabolism
	0.047834

	Carotenoid biosynthesis
	0.060129

	Diterpenoid biosynthesis
	0.061555

	Linoleic acid metabolism
	0.090391



Table A4 The related expression values of the RNA-seq and qRT‒PCR data
	
	CK
	15D
	30D

	qRT-PCR(AGP)
	1
	0.676527652
	0.109503748

	TPM(AGP)
	1
	0.823770492
	0.307377049

	qRT-PC(RPK)
	1
	0.397408543
	0.719946207

	TPM(RPK)
	1
	0.192926045
	0.123392283

	qRT-PCR(LHC)
	1
	0.14793313
	0.101769196

	TPM(LHC)
	1
	0.493542216
	0.37544797

	qRT-PCR(LPIN)
	1
	0.596540535
	0.155416631

	TPM(LPIN)
	1
	0.87340302
	0.616434379

	qRT-PCR(PIP)
	1
	0.246363577
	0.079124962

	TPM(PIP)
	1
	0.581932773
	0.31092437

	qRT-PCR(APR)
	1
	1.479781656
	0.50714868

	TPM(APR)
	1
	5.331973643
	2.523689991

	qRT-PCR(AUX2)
	1
	1.536530697
	0.182731372

	TPM(AUX2)
	1
	0.873675548
	0.282789836

	qRT-PCR(ACS)
	1
	3.185168185
	2.240019476

	TPM(ACS)
	1
	1.153717627
	1.823725982

	qRT-PCR(SnRK2)
	1
	3.024700342
	3.472899521

	TPM(SnRK2)
	1
	1.135539795
	6.367781155





Table A5 Abbreviation in this study
	Abbr.
	Full Name
	Abbr.
	Full Name

	TP
	Triose Phosphate
	FBP
	Fructose-1,6-Diphosphate

	F-6-P
	Fructose-6-Phosphate
	G-6-P
	Glucose-6-Phosphate

	ADP-Glc
	Adenosine Diphosphate Glucose
	PGAL
	3-Phosphoglyceraldehyde

	DPG
	Diphosphoglycerate
	3-PG
	3-Phosphoglycerate

	PGM
	Phosphoglucomutase
	PEP
	Phosphoenolpyruvic acid

	HK
	Hexokinase
	FDA
	Fructose-Bisphosphate Aldolase

	AGP
	Adenosine Diphosphoglucose
Pyrophosphorylase
	GPI
	Phosphoglucose Isomerase

	SBE
	Starch Branching Enzyme
	SP
	Starch Phosphorylase

	GAPD
	glyceraldehyde-3-phosphate dehydrogenase
	SSS
	Soluble Starch Synthase

	LHC
	Light Harvesting Complex
	GBSS
	Granule-bound Starch Synthase

	PA
	Phosphatidic Acid
	PK
	Pyruvate Kinase

	MGDG
	Mono Galactosyl Diacyl Glycerol
	Psa
	Photosystem I reaction center subunit

	PE
	Phosphatidylethanolamine
	DAG
	Diacylglycerols

	PI
	Phosphatidylinositol
	CDP-DAG
	Cytidine Diphosphate Diacylglycerol

	UDP-Glc
	Uridine Diphosphate Glucose
	PC
	Phosphatidylcholine

	SQDG
	Sulfoquinovose Diacylglycerol
	PS
	Phosphatidylserine

	GPAT
	Glycerol-3-phosphate acyltransferase
	UDP-SQ
	UDP-Sulfoquinovose

	MGD
	Monogalactosyl Glycerol
Diester Synthase
	APS
	adenosine-5′-phosphosulfate

	PECT
	Phosphoethanolamine Cytidyltransferase
	LPIN
	Phosphatidate Phosphatase

	PIP
	phosphatidylinositol-4-phosphate 5-kinase
	DGD
	Digalactosyldiacylglycerol Synthase

	UGDH
	UDP-glucose 6-dehydrogenase
	CTP
	Glycerophosphocholine acyltransferase

	ATS
	ATP sulfurylase
	SQD
	UDP-Sulfoquinovose Synthase

	9-cis-Nx
	9-cis-Neoxanthin
	APR
	Adenylylsulfate Reductase

	Zx
	Zeaxanthin
	ATV
	All-trans Violaxanthin

	NCED
	9-cis-Epoxycarotenoid Dioxygenase
	IPP
	Isopentenyl Pyrophosphate

	SDR
	Short-chain
Dehydrogenase/reductase
	AUX
	Auxin

	EA
	Epoxylinolenic Acid
	HPLA
	13-Hydrogen Peroxide
Linolenic Acid

	ALA
	Linolenic Acid
	OA
	12-Oxophytodienoic Acid

	LOX
	Lipoxygenase
	AOS
	Allene oxide synthase

	OPR
	12-oxophytodienoate reductase
	AOC
	Allene oxide cyclase

	OTS
	Open Stomata
	SnRK2
	Sucrose Non-fermenting 1-related Kinase

	ETH
	Ethylene
	Met
	Methionine

	ACS
	1-aminocyclopropane-1-carboxylic acid synthase
	ACC
	1-aminocyclopropane-1 carboxylic acid

	Trp
	Tryptophan
	SAMS
	S-adenosylmethionine synthase

	IAOT
	Indole-3-Acetonitrile
	ACO
	1-aminocyclopropane-1 carboxylic acid oxidase

	IA
	Indole-3-Acetamide
	IAO
	Indole-3-Acetaldehyde Oxime

	TDC
	Tryptophan decarboxylase
	IPA
	Indole-3-Pyruvic Acid

	TAA
	Tryptophan Aminotransferase
	CYP
	Cytochrome P450




Table A6 Comparison of physiological and biochemical indexes among different groups
	
	CK
	15D
	30D
	Standard Deviation

	ATP(μmolg)
	0.16366a
	0.15240a
	0.13947b
	0.01210

	plant chlorophyll
（mg·g-1 Fresh weight）
	2.04825a
	2.75429a
	2.05650a
	0.40527

	soluble sugar
（mg·g-1 Fresh weight）
	26.377998a
	21.13168b
	16.05627b
	5.16109

	Starch
（mg·g-1 Fresh weight）
	17.38696c
	31.27365b
	40.58227a
	11.67271







Table A7 Comparison of hormone and antioxidant enzyme activities among different groups
	
	CK
	15D
	30D
	Standard Deviation

	IAA(ng·g-1)
	152.3896a
	88.1079b
	47.0286c
	53.1046

	ABA(ng·g-1)
	282.0477c
	395.2345b
	484.7055a
	103.0658

	MeJA(ng·g-1)
	210.7028a
	121.1297b
	74.8373c
	69.0722

	ETH(μ·g-1)
	0.8247c
	3.8928b
	5.4879a
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	SOD
(U·g-1 Fresh weight)
	145.8730c
	344.8009b
	671.2013a
	265.2293

	GST
（U·g-1 Fresh weight）
	41.3969c
	83.9323b
	193.6490a
	78.5575

	CAT
(U·g-1 Fresh weight)
	156.5195c
	596.5568b
	1813.8476a
	858.5031



