Supplementary FigureS1 Analysis of sequencing sample data.
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Supplementary Figure S2 Molecular docking of key target genes and

active ingredients.
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Supplementary Figure S3 Schematic diagram of the animal

experiment design.

_——

B
EsIee—a B2 B3

Supplementary Figure S4 The flowchart of this study
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Supplementary Figure S5 Primer amplification melting curve.



Supplementary Table S1 Information on 25 active ingredients.
Supplementary Table S2 The weight changes of rats.

Supplementary Table S3 The detailed information regarding protein
and ligand.

Supplementary Table S4 The list of RT-qPCR primer sequences.
Supplementary Table S5 Reverse transcription reaction system.
Supplementary Table S6 Reverse transcription reaction program.
Supplementary Table S7 RT-qPCR reaction system.

Supplementary Table S8 RT-qPCR reaction program.

Supplementary Table S9 RNA extraction concentration



