
 

 

 

Figure S1. Results of western blot experiment and flow cytometry 

(A) The result of western blot experiment of GAPDH. (B) The result of western blot experiment 

of RBM47. (C) Flow cytometry results. 



 

 

 

Figure S2. RBM47 regulates alternative splicing in HCT116 cells. 

(A) Scatter plot exhibiting the most enriched KEGG pathway results of the regulated alternative 

splicing genes (RASEs). (B) Scatter plot exhibiting the most enriched GO biological process 

results of the overlapped genes between RASGs and DEGs. (C) RBM47 regulates alternative 

splicing of ABI1. Left panel: IGV-sashimi plot showing the regulated alternative splicing events 

and binding sites across mRNA. Reads distribution of RASE is plotted in the up panel and the 

transcripts of each gene are shown below. Right panel: The schematic diagrams depict the 

structures of ASEs. RNA-seq validation of ASEs are shown at the bottom of the right panel. 

Error bars represent mean ± SEM. ***P-value < 0.001, ** P-value < 0.01, * P-value < 0.05. 

 


