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	HRS
	

	
	WT 
n (%)
	Mutated
n (%)
	Pvalue

	Age at liquid biopsy
	
	
	0.071

	< 72.2
	8 (53.3)
	4 (20.0)
	

	≥ 72.2
	7 (46.7)
	16 (80.0)
	

	
	
	
	

	Timepoint
	
	
	0.382

	Baseline
	13 (86.7)
	15 (75.0)
	

	On treatment
	2 (13.3)
	2 (10.0)
	

	PD
	0
	3 (15.0)
	

	
	
	
	

	Diagnosis
	
	
	0.663

	Localized disease
	4 (26.7)
	3 (15.0)
	

	CRPC
	1 (6.7)
	2 (10.0)
	

	mCRPC
	6 (40.0)
	6 (30.0)
	

	mHSCP
	4 (26.7)
	9 (45.0)
	

	
	
	
	

	Diagnosis
	
	
	0.589

	Localized disease
	5 (33.3)
	5 (25.0)
	

	Metastatis disease
	10 (66.7)
	15 (75.0)
	

	
	
	
	

	Lymph node metastasis ‡
	
	
	0.688

	No
	6 (60.0)
	7 (46.7)
	

	Yes
	4 (40.0)
	8 (53.3)
	

	
	
	
	

	Bone metastasis ‡
	
	
	0.378

	No
	4 (40.0)
	3 (20.0)
	

	Yes
	6 (60.0)
	12 (80.0)
	

	
	
	
	

	Visceral metastasis ‡
	
	
	0.500

	No
	10 (100.0)
	3 (20.0)
	

	Yes
	0
	12 (80.0)
	

	
	
	
	

	Radiotherapy
	
	
	0.451

	No
	10 (66.7)
	16 (80.0)
	

	Yes
	5 (33.3)
	4 (20.0)
	

	
	
	
	

	Gleason Score
	
	
	0.277

	6
	1 (7.1)
	0
	

	7(3+4)
	2 (14.3)
	0
	

	7(4+3)
	3 (21.4)
	5 (26.3)
	

	8
	3 (21.4)
	9 (47.4)
	

	9
	4 (28.6)
	3 (15.8)
	

	10
	1 (7.1)
	2 (10.5)
	

	
	
	
	

	ECOG PS
	
	
	0.033

	0
	13 (92.9)
	11 (55.0)
	

	1
	1 (7.1)
	8 (40.0)
	

	2
	0
	1 (5.0)
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