Supplementary Figure 1. Box plot of association among TF and clinicopathologic characteristics, timepoint, radiotherapy, type and Gleason Score.
Supplementary Figure 1. TF: tumor fraction, Gleason: Gleason Score

Supplementary Figure 2. Variant interpretation Workflow integrating the TF to the HRS analysis
Supplementary Figure 2. TF: tumor fraction; HRR: homologous recombination repair; HRS: homologous recombination system. VAF: variant allele frequency: VUS: Variant of Uncertain Significance. WT: wild type

Supplementary Figure 3. Correlation between VAF of somatic mutations found in plasma and TF. 
Supplementary Figure 3. TF: tumor fraction; VAF: variant allele frequency 

Supplementary Figure 4. Diagram showing results obtained in the plasma cohort 



