Table S1: BLAST Match for AS_ITS1_C06_09 DNA Sequence

	Description
	Scientific Name
	Max Score
	Total Score
	Query Coverage (%)
	E Value
	Percent Identity (%)
	Accession Length
	Accession

	Ganodermalucidum isolate GJN-2 ITS-2
	Ganoderma lucidum
	806
	806
	75
	0.0
	99.55
	620
	OQ701698.1

	Ganoderma lucidum strain  NM20 (TENN)
	Ganoderma lucidum
	802
	802
	75
	0.0
	99.32
	663
	MF755277.1

	Ganoderma strain.  LAU22
	Ganoderma sp.
	802
	802
	75
	0.0
	99.32
	611
	ON394695.1

	Ganoderma oregonense strain ASI 7049
	Ganoderma oregonense
	800
	800
	75
	0.0
	99.32
	645
	JQ520194.1

	Ganoderma lucidum ITS1
	Ganoderma lucidum
	800
	800
	75
	0.0
	99.32
	557
	KT997431.1

	Ganoderma lucidum isolate SMCC170.01.61
	Ganoderma lucidum
	800
	800
	75
	0.0
	99.32
	627
	FJ501561.1

	Ganoderma lucidum isolate BNB01
	Ganoderma lucidum
	800
	800
	75
	0.0
	99.32
	565
	OR995187.1

	Ganoderma lucidum  isolate GLSM4
	Ganoderma lucidum
	800
	800
	75
	0.0
	99.32
	586
	KF648564.1

	Ganoderma resinaceum strain G62
	Ganoderma resinaceum
	800
	800
	75
	0.0
	99.32
	647
	KX055549.1

	Ganoderma lobatum
strain ASI 7061
	Ganoderma lobatum
	800
	800
	75
	0.0
	99.32
	645
	JQ520166.1

	Ganoderma lucidum strain OE-234
	Ganoderma lucidum
	800
	800
	75
	0.0
	99.32
	634
	AY636059.1

	Ganoderma lucidum isolate 16 ITS-1
	Ganoderma lucidum
	800
	800
	75
	0.0
	99.32
	612
	MH708512.1

	Ganoderma oregonense strain ASI 7067
	Ganoderma lucidum
	795
	795
	75
	0.0
	99.10
	645
	JQ520197.1

	Ganoderma sp. ASI 7033
	Ganoderma lucidum
	795
	795
	75
	0.0
	99.10
	645
	JQ520208.1

	Ganoderma lucidum isolate BNB01
	Ganoderma lucidum
	496
	496
	74
	0.0
	86.65
	650
	OR995187.1



