	Species sample
	Genomic length (bp)
	A (bp)
	T (bp)
	G (bp)
	C (bp)
	GC content (%)
	Coverage rate aligned on the reference genomes
	Type of mitochondrial structure

	Toona ciliata var. ciliata 1
	682,994
	186,534
	186,359
	156,035
	154,066
	45.4
	100%
100%
100%
100%
100%
100%
100%
100%
100%
100%
100%
100%
100%
100%
100%
100%
	A
A
A
A
A
A
A
A
A
A
A
A
A
A
A
A

	Toona ciliata var. ciliata 2
	682,994
	186,534
	186,359
	156,035
	154,066
	45.4
	
	

	Toona ciliata var. ciliata 3
	682,994
	186,534
	186,359
	156,035
	154,066
	45.4
	
	

	Toona ciliata var. ciliata 4
	682,994
	186,534
	186,359
	156,035
	154,066
	45.4
	
	

	Toona ciliata var. ciliata 5
	682,994
	186,534
	186,359
	156,035
	154,066
	45.4
	
	

	Toona ciliata var. yunnanensis 2
	682,994
	186,534
	186,359
	156,035
	154,066
	45.4
	
	

	Toona ciliata var. yunnanensis 3
	682,994
	186,534
	186,359
	156,035
	154,066
	45.4
	
	

	Toona ciliata var. yunnanensis 4
	682,994
	186,534
	186,359
	156,035
	154,066
	45.4
	
	

	Toona ciliata var. yunnanensis 5
	682,994
	186,534
	186,359
	156,035
	154,066
	45.4
	
	

	Toona ciliata var. pubescens 1
	682,994
	186,534
	186,359
	156,035
	154,066
	45.4
	
	

	Toona ciliata var. pubescens 2
	682,994
	186,534
	186,359
	156,035
	154,066
	45.4
	
	

	Toona ciliata var. henryi 1
	682,994
	186,534
	186,359
	156,035
	154,066
	45.4
	
	

	Toona ciliata var. henryi 2
	682,994
	186,534
	186,359
	156,035
	154,066
	45.4
	
	

	Toona ciliata var. henryi 3
	682,994
	186,534
	186,359
	156,035
	154,066
	45.4
	
	

	Toona ciliata var. henryi 4
	682,994
	186,534
	186,359
	156,035
	154,066
	45.4
	
	

	Toona ciliata var. henryi 5
	682,994
	186,534
	186,359
	156,035
	154,066
	45.4
	
	

	Toona ciliata var. yunnanensis 1
	831,995
	226,873
	227,419
	190,145
	187,558
	45.4
	95%
95%
95%
95%
	B
B
B
B

	Toona ciliata var. pubescens 3
	831,995
	226,873
	227,419
	190,145
	187,558
	45.4
	
	

	Toona ciliata var. pubescens 4
	831,995
	226,873
	227,419
	190,145
	187,558
	45.4
	
	

	Toona ciliata var. pubescens 5
	831,995
	226,873
	227,419
	190,145
	187,558
	45.4
	
	

	Toona rubriflora 1
	653,710
	178264
	178512
	149623
	147311
	45.42
	90%
90%
	C
C

	Toona rubriflora 2
	653,710
	178264
	178512
	149623
	147311
	45.42
	
	

	Toona microcarpa (genome 1)
	474,320
	129622
	129467
	108510
	106721
	45.38
	89%

	D


	Toona microcarpa (genome 2)
	166,958
	45657
	45107
	38043
	38151
	45.64
	
	


Table S1   The results for 23 samples were compared with the reference genome
