Table S2   Characteristics of the mitochondrial genome of Toona ciliata var yunnanensis 1
	NO.
	Gene
	Strand
	From
	To
	Size(bp)
	GC percent
	Inferred initiation codon
	Inferred termination codon

	1
	nad5
	+
	122703
	122852
	1989
	40.17%
	ATG
	TAA

	
	
	
	123909
	124304
	
	
	
	

	
	
	
	298946
	299188
	
	
	
	

	
	
	
	300043
	301242
	
	
	
	

	2
	cox1
	+
	1
	726
	1584
	43.37%
	ATG
	TAA

	
	
	
	1694
	2551
	
	
	
	

	3
	matR
	+
	6677
	8593
	1917
	52.32%
	ATG
	TGA

	4
	nad3
	+
	9549
	9905
	357
	35.29%
	ATG
	TAA

	5
	rps12
	+
	9954
	10331
	378
	42.59%
	ATG
	TGA

	6
	tRNA-Ser
	+
	12130
	12196
	67
	50.75%
	　
	　

	7
	tRNA-Leu
	-
	21846
	21918
	73
	46.58%
	　
	　

	8
	tRNA-Met
	-
	32835
	32906
	72
	59.72%
	　
	　

	9
	rrn26
	-
	32949
	36064
	3116
	50.77%
	　
	　

	10
	tRNA-Leu
	+
	43559
	43627
	69
	49.28%
	　
	　

	11
	rpl2
	+
	56523
	57557
	1035
	50.53%
	ATG
	TAA

	12
	nad7
	+
	58141
	58287
	1188
	44.53%
	ATG
	TAG

	
	
	
	59181
	59249
	
	
	
	

	
	
	
	60798
	61262
	
	
	
	

	
	
	
	62331
	62576
	
	
	
	

	
	
	
	64397
	64657
	
	
	
	

	13
	sdh3
	+
	89189
	89557
	369
	39.84%
	ATG
	TGA

	14
	nad2
	+
	90164
	90316
	1467
	39.47%
	ATG
	TAA

	
	
	
	91520
	91912
	
	
	
	

	
	
	
	187750
	187908
	
	
	
	

	
	
	
	190498
	191070
	
	
	
	

	
	
	
	192573
	192761
	
	
	
	

	15
	tRNA-Met
	+
	99375
	99451
	77
	42.86%
	　
	　

	16
	tRNA-Ser
	-
	122495
	122576
	82
	42.68%
	　
	　

	17
	tRNA-Ser
	-
	126027
	126113
	87
	51.72%
	　
	　

	18
	rps4
	+
	142372
	143430
	1059
	39.38%
	ACG
	TAA

	19
	nad6
	+
	144112
	144729
	618
	38.67%
	ATG
	TAA

	20
	tRNA-Thr
	-
	150444
	150524
	81
	45.68%
	　
	　

	21
	nad4l
	+
	158436
	158738
	303
	36.30%
	ACG
	TAA

	22
	atp4
	+
	158924
	159520
	597
	41.37%
	ATG
	TAG

	23
	ccmC
	+
	161250
	162002
	753
	42.76%
	ATG
	TGA

	24
	tRNA-Cys
	+
	183738
	183809
	72
	51.39%
	　
	　

	25
	tRNA-Asn
	+
	185957
	186028
	72
	52.78%
	　
	　

	26
	tRNA-Tyr
	+
	187138
	187221
	84
	50.00%
	　
	　

	27
	tRNA-Asp
	-
	202116
	202189
	74
	62.16%
	　
	　

	28
	nad4
	+
	205540
	205998
	1485
	38.52%
	ATG
	TGA

	
	
	
	207430
	208365
	
	
	
	

	
	
	
	211150
	211239
	
	
	
	

	29
	tRNA-Met
	-
	212278
	212350
	73
	43.84%
	　
	　

	30
	tRNA-Gly
	+
	217410
	217483
	74
	54.05%
	　
	　

	31
	tRNA-Gln
	+
	220990
	221061
	72
	47.22%
	　
	　

	32
	nad6
	-
	222438
	223055
	618
	38.67%
	ATG
	TAA

	33
	tRNA-Gly
	+
	227509
	227584
	76
	43.42%
	　
	　

	34
	tRNA-Pro
	+
	234155
	234229
	75
	54.67%
	　
	　

	35
	rpl10
	-
	237617
	238105
	489
	42.54%
	ATG
	TAA

	36
	tRNA-Ile
	+
	238278
	238350
	73
	47.95%
	　
	　

	37
	ccmFN
	-
	288497
	290293
	1797
	47.13%
	ATG
	TAG

	38
	atp9
	+
	298442
	298741
	300
	46.00%
	ATG
	TAA

	39
	tRNA-Arg
	+
	303352
	303425
	74
	41.89%
	　
	　

	40
	tRNA-Ser
	-
	314140
	314227
	88
	51.14%
	　
	　

	41
	tRNA-Glu
	+
	316078
	316149
	72
	50.00%
	　
	　

	42
	nad1
	+
	5939
	5998
	978
	42.13%
	ACG
	TAA

	
	
	
	320130
	320516
	
	
	
	

	
	
	
	439294
	439386
	
	
	
	

	
	
	
	440819
	440998
	
	
	
	

	
	
	
	703052
	703309
	
	
	
	

	43
	ccmB
	-
	324471
	325091
	621
	41.87%
	ATG
	TGA

	44
	tRNA-Lys
	+
	327462
	327536
	75
	48.00%
	　
	　

	45
	tRNA-Lys
	+
	327463
	327535
	73
	49.32%
	　
	　

	46
	rrn18
	+
	335208
	337161
	1954
	53.38%
	　
	　

	47
	rrn5
	+
	337800
	337918
	119
	53.78%
	　
	　

	48
	atp8
	+
	346128
	346613
	486
	39.09%
	ATG
	TAA

	49
	cox3
	+
	347379
	348176
	798
	42.36%
	ATG
	TGA

	50
	sdh4
	+
	348104
	348529
	426
	37.32%
	ATG
	TGA

	51
	tRNA-Val
	+
	355088
	355174
	87
	36.78%
	　
	　

	52
	mttB
	-
	356372
	357157
	786
	43.77%
	ATA
	TAG

	53
	cob
	+
	410080
	411261
	1182
	41.54%
	ATG
	TGA

	54
	atp6
	-
	455406
	456125
	720
	34.72%
	ATG
	TAA

	55
	atp1
	-
	475522
	477051
	1530
	44.77%
	ATG
	TGA

	56
	tRNA-Ser
	+
	517920
	518007
	88
	46.59%
	　
	　

	57
	tRNA-Phe
	+
	518369
	518442
	74
	45.95%
	　
	　

	58
	rps10
	+
	519603
	519852
	333
	39.04%
	ACG
	CGA

	
	
	
	520710
	520792
	
	
	
	

	59
	cox1
	+
	521021
	521746
	1584
	43.37%
	ATG
	TAA

	
	
	
	522714
	523571
	
	
	
	

	60
	matR
	+
	527697
	529613
	1917
	52.32%
	ATG
	TGA

	61
	nad3
	+
	530569
	530925
	357
	35.29%
	ATG
	TAA

	62
	rps12
	+
	530974
	531351
	378
	42.59%
	ATG
	TGA

	63
	tRNA-Ser
	+
	533150
	533216
	67
	50.75%
	　
	　

	64
	tRNA-Leu
	-
	542866
	542938
	73
	46.58%
	　
	　

	65
	tRNA-Met
	-
	553855
	553926
	72
	59.72%
	　
	　

	66
	rrn26
	-
	553969
	557084
	3116
	50.77%
	　
	　

	67
	tRNA-Leu
	+
	564579
	564647
	69
	49.28%
	　
	　

	68
	rpl2
	+
	577543
	578577
	1035
	50.53%
	ATG
	TAA

	69
	nad7
	+
	579161
	579307
	1188
	44.53%
	ATG
	TAG

	
	
	
	580201
	580269
	
	
	
	

	
	
	
	581818
	582282
	
	
	
	

	
	
	
	583351
	583596
	
	
	
	

	
	
	
	585417
	585677
	
	
	
	

	70
	sdh3
	+
	610209
	610577
	369
	39.84%
	ATG
	TGA

	71
	tRNA-Met
	+
	620395
	620471
	77
	42.86%
	　
	　

	72
	tRNA-Ser
	-
	643515
	643596
	82
	42.68%
	　
	　

	73
	tRNA-Ser
	-
	647047
	647133
	87
	51.72%
	　
	　

	74
	rps4
	+
	663392
	664450
	1059
	39.38%
	ACG
	TAA

	75
	nad6
	+
	665132
	665749
	618
	38.67%
	ATG
	TAA

	76
	tRNA-Thr
	-
	671464
	671544
	81
	45.68%
	　
	　

	77
	nad4l
	+
	679456
	679758
	303
	36.30%
	ACG
	TAA

	78
	atp4
	+
	679944
	680540
	597
	41.37%
	ATG
	TAG

	79
	ccmC
	+
	682270
	683022
	753
	42.76%
	ATG
	TGA

	80
	cox2
	-
	685944
	686027
	783
	39.08%
	ATG
	TAA

	
	
	
	688002
	688700
	
	
	
	

	81
	tRNA-Arg
	-
	702909
	702983
	75
	58.67%
	　
	　

	82
	tRNA-Pro
	+
	705305
	705378
	74
	31.08%
	　
	　

	83
	rpl5
	-
	715874
	716428
	555
	41.26%
	ATG
	TAA

	84
	ccmFC
	+
	733372
	734148
	1476
	46.41%
	ATG
	TAG

	
	
	
	735101
	735799
	
	
	
	

	85
	nad9
	+
	752815
	753387
	573
	41.19%
	ATG
	TAA

	86
	tRNA-Pro
	+
	754143
	754219
	77
	49.35%
	　
	　

	87
	tRNA-Trp
	+
	754377
	754450
	74
	51.35%
	　
	　

	88
	tRNA-Ala
	+
	761654
	761719
	66
	46.97%
	　
	　

	89
	tRNA-His
	+
	767143
	767217
	75
	60.00%
	　
	　

	90
	rps1
	-
	795589
	796194
	606
	43.07%
	ATG
	TAA

	91
	rpl16
	-
	800322
	800879
	558
	43.55%
	ATG
	TAA

	92
	rps3
	-
	800728
	802419
	1692
	41.55%
	ATG
	TAG

	93
	tRNA-Ser
	+
	828895
	828982
	88
	46.59%
	　
	　

	94
	tRNA-Phe
	+
	829344
	829417
	74
	45.95%
	　
	　

	95
	rps10
	+
	830578
	830827
	333
	39.04%
	ACG
	CGA

	
	
	
	831685
	831767
	
	
	
	




