[bookmark: _Hlk186552740]Supplementary Table 1 Genome features of K. sucrofermentans SMEG01
	[bookmark: _Hlk157193188]Items
	Value

	Genome size (bp)
	[bookmark: _Hlk152749349]3442337

	Chromosome size (bp)
	[bookmark: _Hlk152707017]2961891

	[bookmark: _Hlk152748899][bookmark: _Hlk152748871]Plasmid A size (bp)
	231589

	Plasmid B size (bp)
	184748

	Plasmid C size (bp)
	42423

	Plasmid D size (bp)
	21686

	G+C content (%)
	62.23

	GC Content in Gene Region (%)
	63.72

	GC Content in Intergenic Region (%)
	52.74

	Protein-coding genes (CDS)
	3172

	Gene Total Length (bp)
	[bookmark: _Hlk152749418]2975469

	Gene/Genome (%)
	[bookmark: _Hlk152749466]86.44

	Intergenic Region Length (bp)
	[bookmark: _Hlk152752483]466868

	Intergenic Length/Genome (%)
	[bookmark: _Hlk152749495]13.56

	5 s rRNA
	5

	16 s rRNA
	5

	23 s rRNA
	5

	tRNA
	57

	sRNA
	22

	[bookmark: _Hlk152749725]NR annotation
	3139

	Swiss-Prot annotation
	2190

	Pfam annotation
	2158

	COG annotation
	2526

	GO annotation
	1650

	KEGG annotation
	1772



