Supplementary Table 1. Primers and PCR conditions used in this study.
	Antibiotic class
	Target gene
	Primers sequence F/R (5’ – 3’)
	Reference sequence
	Amplicon size (bp)
	Annealing temperature (°C)

	Penicillins
	blaTEM-1
	GGTCGCCGCATACACTATTC/ ATACGGGAGGGCTTACCATC
	AL513383.1
	500
	55

	
	blaTEM-2
	AAGTAAAAGATGCTGAAGATAAGTTGG/ GATCTGTCTATTTCGTTCATCCATAG
	X54606.1
	737
	56

	
	blaSHV-1
	GCGTTATATTCGCCTGTGTATTAT/ GCTGTTATCGCTCATGGTAATG
	FJ668814.1
	385
	53

	Cephems
	blaCTX-M
	GTGAAACGCAAAAGCAGCTG/ CCGGTCGTATTGCCTTTGAG
	KJ544232.1
	400
	55

	Carbapenems
	blaVIM-1
	GATGGTGTTTGGTCGCATATC/ ACGGCACAACCACCGTATAG
	AF317511.1
	449
	55

	
	blaNDM-1
	GGTTTGGCGATCTGGTTTTC/ CGGAATGGCTCATCACGATC
	FN396876.1
	621
	55

	
	blaKPC-1
	CGTCTAGTTCTGCTGTCTT/ CTTGTCATCCTTGTTAGGCG
	AY034847.1
	798
	53

	
	blaOXA-48
	ATGGCAAGAAAACAAAAGTTGG/ TTGAGCACTTCTTTTGTGATGG
	AY236073.2
	705
	55

	Fluoroquinolones
	qnrB 
	TCGTGCGATGCTGAAAGATG/ CCGAATTGGTCAGATCGCAA
	DQ351241.1
	368
	55

	
	qnrS
	TGATCTCACCTTCACCGCTT/ GAGTTCGGCGTGGCATAAAT
	DQ485529.1
	496
	55

	Aminoglycosides 
	aac(3)-Ia
	ACCTACTCCCAACATCAGCC/ TCTTCCCGTATGCCCAACTT
	U12338.3
	329
	55

	
	aac(6’)-Im
	GGCTGACAGATGACCGTGTTCTTG/ GCAGAGTAGTATGCCAATATCTAC
	AF337947.1
	303
	55

	Macrolides
	ermA
	GAACCAGAAAAACCCTAAAGACAC /
ACAGAGTCTACACTTGGCTTAGGATG
	X03216.1
	513
	57 

	
	ermB
	GAAAAAGTACTCAACCAAAT /
AGTAACGGTACTTAAATTGTTTAC
	AF242872.1
	639
	51 

	
	ermC
	CGTAACTGCCATTGAAATAGACC /
GTGAGCTATTCACTTTAGGTTTAGG
	M12730.1
	356
	51 

	
	mefA
	CATCGACGTATTGGGTGCTG /
CAGAAAGCCCCATTATTGCA
	NG047976.1
	455
	55 

	Tetracyclines
	tetA
	GCAAGCAGGACCATGATCGG /
GCCGATATCACTGATGGCGA
	AF534183.1
	576
	57

	
	tetB
	GGTTAGGGGCAAGTTTTGGG /
ATCCCACCACCAGCCAATAA
	AB089595.1
	541
	57

	
	tetC
	TGAGATCTCGGGAAAAGCGT /
AAAGCCGCGGTAAATAGCAA
	NC024960.1
	460
	55

	
	tetL
	TATTCAAGGGGCTGGTGCAG /
CGGCAGTACTTAGCTGGTGA
	M11036.1
	545
	57 

	
	tetM
	CAGTCTGAACTTTGCGGAAA /
CAACGGAAGCGGTGATACAG
	AB039845.1
	627
	55 

	Folate pathway inhibitors
	sul1
	AGGCATGATCTAACCCTCGG/ GGCCGATGAGATCAGACGTA
	JF969163.1
	665
	57

	
	sul2
	GACAGTTATCAACCCGCGAC/ GAAACAGACAGAAGCACCGG
	AY055428.1
	380
	57

	
	sul3
	GTGGGCGTTGTGGAAGAAAT/ AAAAGAAGCCCATACCCGGA
	FJ196385.1
	370
	57

	Class 1 integron integrase
	intI1
	CGTTTTCAGAAGACGGCTGC/
GCAAGGGCTCCAAGGATCG
	DQ372715.1
	705
	58



