Dataset 1. Dataset for biochemical identification of Enterobacterales isolates based on API 20E strips and APIweb V4.1 software (Biomerieux, France).
	Strain
	Profile
	Identification comment
	Taxon
	% ID
	T index
	Type

	EWWI-65
	++-++---++-++--+-+++-+-++++
	GOOD IDENTIFICATION
	Enterobacter sakazakii
	97.4
	0.56
	Significant

	EWWE-8
	+--++---+--++--+++++-+-++++
	GOOD IDENTIFICATION
	Kluyvera spp
	97.9
	1
	Significant

	EWWI-29
	+-------+--++--+-+++-+-++++
	LOW DISCRIMINATION
	Leclercia adecarboxylata
	89
	0.95
	Significant

	EGW-4
	+-+++-+-+--+++++++++-+?-+++
	EXCELLENT IDENTIFICATION
	Raoultella ornithinolytica
	99.9
	0.79
	Significant

	EGW-5
	+-+++-+-+--++-++++++-+--+++
	VERY GOOD IDENTIFICATION
	Raoultella ornithinolytica
	99.9
	0.67
	Significant

	EGW-11
	+-+++-+-+--+++++++++-+--+++
	EXCELLENT IDENTIFICATION
	Raoultella ornithinolytica
	99.9
	0.96
	Significant

	ESWU-51
	+-+++-+-+--+++++++++-+--+++
	EXCELLENT IDENTIFICATION
	Raoultella ornithinolytica
	99.9
	0.96
	Significant

	ESWD-105
	+-+++-+-+--+++++++++-+--+++
	EXCELLENT IDENTIFICATION
	Raoultella ornithinolytica
	99.9
	0.96
	Significant

	EWWI-42
	+-+++-+-+--++-++++++-+--+++
	VERY GOOD IDENTIFICATION
	Raoultella ornithinolytica
	99.9
	0.67
	Significant

	EWWI-43
	+-+++-+-+--+++++++++-+--+++
	EXCELLENT IDENTIFICATION
	Raoultella ornithinolytica
	99.9
	0.96
	Significant

	EWWE-7
	+-+++-+-+--+++++++++-+--+++
	EXCELLENT IDENTIFICATION
	Raoultella ornithinolytica
	99.9
	0.96
	Significant

	ESWU-88
	+-+-+----+-+++++++++-+--+++
	LOW DISCRIMINATION
	Raoultella terrigena
	71.5
	1
	Significant

	EWWI-119
	+--+--+----++-+++-++-+--+++
	VERY GOOD IDENTIFICATION TO THE GENUS
	Yersinia frederiksenii/intermedia
	87.1
	0.72
	Significant

	EWWI-120
	+--+--+----++-+++-++-+--+++
	VERY GOOD IDENTIFICATION TO THE GENUS
	Yersinia frederiksenii/intermedia
	87.1
	0.72
	Significant





[bookmark: _Hlk200376715]Dataset 2. Dataset for inhibition zone diameters (mm) for selected antibiotics against Enterobacterales isolates
	Isolate
	AMP
	TZP
	CAZ
	FEP
	IPM
	CIP
	CN
	E
	TE
	SXT

	EWWI-65
	0
	19
	22
	27
	25
	25
	16
	10
	0
	0

	EWWE-8
	0
	20
	15
	28
	30
	25
	18
	10
	15
	30

	EWWI-29
	22
	25
	24
	34
	30
	15
	16
	11
	23
	25

	EGW-4
	13
	22
	23
	29
	22
	18
	17
	10
	16
	26

	EGW-5
	0
	21
	0
	11
	25
	11
	20
	10
	16
	25

	EGW-11
	12
	23
	24
	30
	22
	25
	20
	0
	16
	10

	ESWU-51
	15
	25
	27
	36
	30
	33
	21
	12
	25
	30

	ESWD-105
	13
	19
	18
	27
	22
	22
	17
	10
	20
	26

	EWWI-42
	8
	18
	15
	20
	20
	21
	18
	0
	17
	26

	EWWI-43
	12
	22
	18
	28
	25
	22
	16
	0
	20
	30

	EWWE-7
	12
	27
	25
	22
	24
	27
	20
	12
	19
	10

	ESWU-88
	13
	20
	21
	27
	25
	25
	17
	12
	25
	25

	EWWI-119
	20
	25
	24
	28
	23
	26
	18
	14
	10
	10

	EWWI-120
	25
	30
	26
	32
	30
	26
	18
	0
	0
	22





[bookmark: _Hlk200377038]Dataset 3. Dataset for detection of selected ARGs and intI1 gene in Enterobacterales isolates.
	Isolate
	EWWI-65
	EWWE-8
	EWWI-29
	EGW-4
	EGW-5
	EGW-11
	ESWU-51
	ESWD-105
	EWWI-42
	EWWI-43
	EWWE-7
	ESWU-88
	EWWI-119
	EWWI-120

	blaTEM-1
	+
	+
	-
	+
	+
	+
	-
	+
	-
	-
	-
	+
	-
	-

	blaTEM-2
	-
	+
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	blaSHV-1
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	blaCTX-M
	-
	-
	-
	-
	-
	-
	-
	-
	+
	+
	+
	-
	-
	-

	blaVIM-1
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	blaNDM-1
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	blaKPC-1
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	blaOXA-48
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	qnrB 
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	qnrS
	-
	-
	+
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	aac(3)-Ia
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	aac(6’)-Im
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	ermA
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	ermB
	-
	-
	-
	-
	-
	-
	+
	-
	-
	-
	-
	-
	-
	-

	ermC
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	mefA
	-
	-
	-
	+
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	tetA
	+
	+
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	tetB
	+
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	tetC
	+
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	tetL
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	+

	tetM
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	+
	-

	sul1
	+
	-
	-
	-
	-
	-
	-
	-
	-
	-
	+
	-
	-
	-

	sul2
	+
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	sul3
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	intI1
	-
	-
	+
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-


Gene detection was represented by (+) for presence and ( ̶ ) for absence.


[bookmark: _Hlk200377089]Dataset 4. Dataset for readings and interpretation of the crystal violet biofilm assay.
	Isolate
	OD1
	OD2
	OD3
	Average OD
	STD
	STD (%)
	ODC
	OD/ODC
	Biofilm score

	EWWI-65
	0.105
	0.106
	0.106
	0.105667
	0.00057735
	0.546388
	0.105333
	1.003165
	1

	EWWE-8
	0.133
	0.111
	0.13
	0.124667
	0.01193035
	9.569802
	0.112167
	1.111441
	1

	EWWI-29
	0.112
	0.107
	0.107
	0.108667
	0.00288675
	2.65652
	0.105333
	1.031646
	1

	EGW-4
	0.134
	0.122
	0.121
	0.125667
	0.00723417
	5.75664
	0.138917
	0.904619
	0

	EGW-5
	0.108
	0.105
	0.109
	0.107333
	0.00208166
	1.93944
	0.138917
	0.772645
	0

	EGW-11
	0.108
	0.109
	0.11
	0.109
	0.001
	0.917431
	0.138917
	0.784643
	0

	ESWU-51
	0.135
	0.113
	0.107
	0.118333
	0.01474223
	12.45822
	0.117917
	1.003534
	1

	ESWD-105
	0.104
	0.102
	0.108
	0.104667
	0.00305505
	2.918838
	0.112167
	0.933135
	0

	EWWI-42
	0.107
	0.114
	0.114
	0.111667
	0.00404145
	3.619211
	0.105333
	1.060127
	1

	EWWI-43
	0.121
	0.114
	0.113
	0.116
	0.00435889
	3.757672
	0.105333
	1.101266
	1

	EWWE-7
	0.13
	0.117
	0.116
	0.121
	0.00781025
	6.454752
	0.112167
	1.078752
	1

	ESWU-88
	0.108
	0.11
	0.108
	0.108667
	0.00115470
	1.062608
	0.108917
	0.997705
	0

	EWWI-119
	0.122
	0.119
	0.13
	0.123667
	0.00568624
	4.598038
	0.147167
	0.840317
	0

	EWWI-120
	0.127
	0.126
	0.158
	0.137
	0.01819340
	13.27986
	0.147167
	0.930917
	0





[bookmark: _Hlk200377179]Dataset 5. Dataset for ERIC-PCR banding patterns in Enterobacterales isolates.
	Amplicon size (bp)
	EWWI-65
	EWWE-8
	EWWI-29
	EGW-4
	EGW-5
	EGW-11
	ESWD-105
	ESWU-51
	EWWI-42
	EWWI-43
	EWWE-7
	ESWU-88
	EWWI-119
	EWWI-120

	80
	-
	+
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	100
	-
	-
	-
	+
	+
	+
	+
	-
	+
	+
	+
	-
	-
	-

	120
	-
	-
	-
	-
	-
	-
	-
	+
	+
	+
	+
	+
	-
	-

	150
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	+
	-
	-

	180
	+
	+
	+
	-
	-
	-
	-
	-
	-
	-
	-
	-
	+
	+

	200
	-
	-
	+
	+
	+
	+
	+
	+
	+
	+
	+
	+
	-
	-

	250
	+
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	+
	+

	300
	-
	-
	-
	+
	+
	+
	+
	+
	+
	+
	+
	+
	-
	-

	320
	+
	-
	+
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	350
	-
	+
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	+
	+

	380
	-
	-
	-
	-
	-
	-
	-
	-
	+
	+
	+
	+
	-
	-

	400
	-
	-
	+
	-
	-
	-
	-
	-
	-
	-
	-
	+
	+
	+

	420
	-
	+
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	450
	+
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	500
	-
	-
	-
	-
	-
	-
	-
	+
	+
	+
	+
	+
	+
	-

	550
	+
	-
	-
	+
	+
	+
	+
	+
	+
	+
	+
	+
	-
	-

	600
	-
	+
	+
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	650
	-
	-
	-
	+
	+
	+
	+
	+
	-
	-
	-
	-
	-
	-

	700
	-
	+
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	+
	+

	750
	-
	+
	+
	-
	-
	-
	-
	-
	-
	-
	-
	+
	-
	-

	800
	-
	-
	-
	-
	-
	-
	-
	+
	-
	-
	-
	-
	+
	+

	850
	-
	+
	-
	+
	+
	+
	+
	-
	-
	-
	-
	-
	-
	-

	950
	-
	-
	-
	+
	+
	+
	+
	-
	+
	-
	+
	+
	+
	+

	1000
	-
	+
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	1100
	+
	-
	+
	-
	-
	-
	-
	+
	-
	+
	-
	-
	+
	+

	1200
	-
	+
	-
	-
	-
	-
	+
	-
	-
	-
	-
	+
	-
	-

	1500
	-
	-
	-
	-
	-
	-
	-
	+
	-
	-
	-
	-
	-
	-

	1600
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	+
	+
	+

	1800
	-
	-
	-
	+
	+
	+
	-
	-
	+
	+
	+
	-
	-
	-

	2200
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	+
	+


Band detection was represented by (+) for presence and ( ̶ ) for absence.



Dataset 6. Original image of the agarose gel revealing the ERIC-PCR profiles of Enterobacterales isolates. GeneRuler DNA ladders SM0321 and FastRuler DNA ladder SM1113 (Thermo Fisher Scientific, USA) were used for sizing the amplicons. 
[image: ]

image1.jpeg
SM0321 EWWE-8 EWWI-29 EWWI-65 EWWI-119 EWWI-120 ESWU-88 EGW-4 EGW-5 EGW-11 ESWU-51 ESWD-105 EWWI-42 EWWI-43 EWWE-7 SM1113





