Genomic insights into phenol degradation by halophilic bacteria and their potential application in saline soil remediation
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Figure S1. Circle diagram of strain PT-11 (A) and PT-20 (B). from outermost to innermost, displayed the following information: genome size, gene distribution on the positive and negative strands, G+C content, GC skew, and genome size identification. 
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Figure S2. The predicted degradation pathway of phenol by strain PT-11 and PT-20
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Table S1. The number of effective sequence in the sample
	Blank control group (CK)
	Experimental group (PT)

	Sample
	Sequence number
	Mean_length (bp)
	Sample
	Sequence number
	Mean_length (bp)

	CK_1_0 h
	40610
	416.59
	PT_1_0 h
	35583
	426.27

	CK_2_0 h
	39301
	416.81
	PT_2_0 h
	35274
	426.03

	CK_3_0 h
	38998
	416.85
	PT_3_0 h
	35228
	426.91

	CK_1_24 h
	37708
	425.09
	PT_1_24 h
	30059
	427.09

	CK_2_24 h
	39095
	423.99
	PT_2_24 h
	37306
	426.90

	CK_3_24 h
	35216
	424.67
	PT_3_24 h
	32694
	427.25

	CK_1_48 h
	37977
	422.38
	PT_1_48 h
	36154
	425.74

	CK_2_48 h
	40622
	425.81
	PT_2_48 h
	35878
	426.78

	CK_3_48 h
	36759
	424.66
	PT_3_48 h
	39488
	426.98

	CK_1_72 h
	37985
	418.33
	PT_1_72 h
	36992
	420.73

	CK_2_72 h
	36216
	421.18
	PT_2_72 h
	34700
	422.71

	CK_3_72 h
	31289
	421.28
	PT_3_72 h
	32979
	423.57
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B Oceanobacillus damuensis PT-20
Length: 4,118,651 bp
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