
Supplemental Figure S1. Haplotype Network of the IIS6 segment of the NaV gene in Aedes albopictus from Brazil. The network was based on a genealogical analysis using the
TCS method. Dashed lines between dots represent mutational events between connected haplotypes. *Haplotypes 2s6_02 and 2s6_09 are represented as a single haplotype 
because they differ by only one nucleotide in an alignment region with a gap (sites with gaps in the alignment are not considered in the TCS haplotype network).


