
Illustrations of the additional files
1. Additional file 1. Supplemental Table S1, Alpha diversity indices at the genus and species levels for all samples. This table summarizes the alpha diversity metrics (Shannon, Simpson, and Inverse Simpson indices) calculated for each sample at both the genus and species taxonomic levels. Samples are categorized by group (pregnancy loss [PL] group vs. control group). 
2. Additional file2. Supplemental Table S2.​​ Differential analysis of oral microbiome features between pregnancy loss (PL) and control groups at phylum (S2a), genus (S2b), and species (S2c) levels using partial correlation analysis adjusted for age and BMI.
· ​​Taxonomic Level​​:
​​S2a​​: Phylum-level differences
​​S2b​​: Genus-level differences
​​S2c​​: Species-level differences
· ​​Statistical Metrics​​:
​​Partial Correlation Coefficient (CC_pcor)​​: Strength and direction of association between taxa abundance and PL status (positive values = PL-enriched, negative values = control-enriched).
​​Raw p-value (pvalue_pcor)​​: Unadjusted significance of the correlation.
​​FDR-adjusted q-value (Qvalue)​​: False Discovery Rate-corrected significance threshold (q < 0.05 considered significant).
​​Effect Size​​: The effect size of wilcoxon rank sum test between the two group. ​​    
Mean Abundance​​: Relative abundance (%) in PL and control groups.
3. Additional file3. Sfigure1, Principal Coordinate Analysis (PCoA) based on Bray distances, comparing the beta diversity of microbial communities between the control (Con) and pregnancy loss (PL) groups. The PCOA1 and PCOA2 axes represent 47.6% and 17% of the variance, respectively. The PERMANOVA test indicates a significant difference in community structure between the groups (R²=0.037, P-value=0.0004).
4. [bookmark: OLE_LINK3]Additional file4. SFigure2, The microbial community composition between the PL group and the control group also showed significant differences at the phylum level. Compared to the control group, the microbial community in the PL group was enriched in Chloroflexi, Synergistetes, and Spirochaetes, while the control group was enriched in Firmicutes.
5. Additional file5. SFigure3, Principal Coordinate Analysis (PCoA) plot reflecting the variation in metabolic pathways between two groups, labeled as Con (control) and PL (pregnancy loss). The first three axes of the PCOA, PCOA1, PCOA2, and PCOA3, account for 73.1%, 18.6%, and 5.2% of the total variance, respectively. Statistical significance is denoted by the provided P-values (1.5e-05 and 9.2e-12) from PERMANOVA tests, indicating a strong separation between the groups. The R2 value of 0.092 and P-value of 0.0001 further confirm the statistical robustness of the observed differences in metabolic pathway profiles between the Con and PL groups.

