Table S1. Effect of donor and recipient genotypes on dose/weight ratio (mg/kg/d) (n.d. – not determined)
	Gene
	Genotype
	Donor
Median [IQR]           p-value
	Recipient
Median [IQR]           p-value

	CYP3A4*1B
rs2740574
	TT
	0.09 [0.04, 0.14]
	0.17
	0.09 [0.05, 0.13]
	0.0019

	
	CT, CC
	0.12 [0.09, 0.13]
	
	0.16 [0.13, 0.20]
	

	CYP3A4*22
rs35599367
	GG
	0.10 [0.05, 0.13]
	0.13
	0.10 [0.05, 0.14]
	0.99

	
	AG, AA
	0.07 [0.04, 0.10]
	
	0.09 [0.06, 0.14]
	

	CYP3A5*3
rs776746
	GG
	0.09 [0.04, 0.15]
	0.35
	0.09 [0.05, 0.13]
	0.13

	
	AG, AA
	0.10 [0.08, 0.13]
	
	0.14 [0.09, 0.18]
	

	CYP3A5*6
rs10264272
	CC
	0.10 [0.05, 0.13]
	0.47
	0.10 [0.05, 0.13]
	n.d.

	
	TC, TT
	0.10 [0.07, 0.18]
	
	0.14
	

	CYP3A5*7
rs41303343
	A/A
	0.10 [0.05, 0.14]
	0.48
	0.10 [0.05, 0.14]
	n.d.

	
	AA/A
	0.07 [0.05, 0.10]
	
	-
	

	ABCB1 rs1045642
	TT
	0.10 [0.05, 0.13]
	0.11
	0.10 [0.06, 0.14]
	0.70

	
	CT, CC
	0.10 [0.06, 0.16]
	
	0.09 [0.04, 0.14]
	

	ABCB1 rs1128503
	CC
	0.09 [0.05, 0.13]
	0.062
	0.10 [0.05, 0.14]
	0.33

	
	TC, TT
	0.11 [0.06, 0.15]
	
	0.09 [0.04, 0.14]
	

	ABCB1 rs2032582
	CC
	0.11 [0.06, 0.13]
	0.45
	0.09 [0.05, 0.13]
	0.98

	
	TC, TT
	0.07 [0.04, 0.14]
	
	0.11 [0.04, 0.17]
	

	UGT1A4*2
rs6755571
	CC
	0.10 [0.05, 0.14]
	n.d.
	0.10 [0.05, 0.14]
	0.88

	
	AC, AA
	0.09
	
	0.08 [0.04, 0.17]
	

	UGT1A4*3
rs2011425
	TT
	0.06 [0.05, 0.12]
	0.23
	0.06 [0.04, 0.10]
	0.037

	
	GT, GG
	0.10 [0.05, 0.14]
	
	0.10 [0.05, 0.14]
	




Table S2. Effect of donor and recipient genotypes on C0/D ratio [(ng/mL)/(mg/kg/d)] (n.d. – not determined) in patients not on fluconazole at discharge
	Gene
	Genotype
	Donor
Median [IQR]           p-value
	Recipient
Median [IQR]           p-value

	CYP3A4*1B
rs2740574
	TT
	69.3 [42.3, 108.6]
	0.28
	70.9 [48.0, 104.2]
	0.018

	
	CT, CC
	63.4 [40.5, 84.9]
	
	43.7 [25.5, 60.9]
	

	CYP3A4*22
rs35599367
	GG
	62.0 [36.6, 92.5]
	0.036
	65.6 [42.2, 100.0]
	0.12

	
	AG, AA
	109.2 [81.4, 172.1]
	
	60.7 [29.3, 72.2]
	

	CYP3A5*3
rs776746
	GG
	70.7 [51.9, 114.9]
	0.20
	69.3 [46.1, 105.5]
	0.080

	
	AG, AA
	63.4 [34.4, 85.0]
	
	58.8 [28.6, 79.0]
	

	CYP3A5*6
rs10264272
	CC
	66.9 [44.0, 99.9]
	0.55
	68.2 [42.2, 100.0]
	n.d.

	
	TC
	82.4 [43.3, 120.5]
	
	59.3
	

	CYP3A5*7
rs41303343
	A/A
	66.9 [40.3, 91.5]
	0.41
	66.9 [44.0, 99.9]
	n.d.

	
	AA/A
	143.3 [100.3, 186.2]
	
	-
	

	ABCB1 rs1045642
	TT
	72.8 [48.0, 123.7]
	0.22
	65.6 [56.3, 89.6]
	0.50

	
	CT, CC
	67.4 [38.0, 91.4]
	
	68.2 [35.1, 102.6]
	

	ABCB1 rs1128503
	CC
	74.8 [53.9, 128.4]
	0.17
	64.5 [35.5, 104.1]
	0.36

	
	TC, TT
	64.5 [38.0, 81.4]
	
	68.9 [46.0, 104.1]
	

	ABCB1 rs2032582
	CC
	65.8 [38.0, 81.4]
	0.082
	65.6 [49.8, 90.6]
	0.45

	
	TC, TT
	111.9 [56.9, 172.1]
	
	46.1 [31.1, 419.1]
	

	UGT1A4*2
rs6755571
	CC
	65.6 [38.5, 99.8]
	n.d.
	68.2 [50.0, 102.9]
	0.052

	
	AC, AA
	129.8
	
	36.6 [33.7, 72.2]
	

	UGT1A4*3
rs2011425
	TT
	65.6 [38.5, 99.8]
	0.54
	65.6 [36.6, 88.6]
	0.21

	
	GT, GG
	92.5 [43.6, 108.6]
	
	99.8 [56.5, 174.4]
	




Table S3. Effect of donor and recipient genotypes on C0/D ratio [(ng/mL)/(mg/kg/d)] (n.d. – not determined) in patients on fluconazole at discharge
	Gene
	Genotype
	Donor
Median [IQR]           p-value
	Recipient
Median [IQR]           p-value

	CYP3A4*1B
rs2740574
	TT
	148.5 [90.6, 183.8]
	0.056
	133.2 [64.4, 166.3]
	0.0098

	
	CT, CC
	65.1 [51.7, 97.8]
	
	51.1 [36.1, 66.1]
	

	CYP3A4*22
rs35599367
	GG
	91.5 [63.8, 158.3]
	0.43
	143.8 [75.9, 160.9]
	0.88

	
	AG, AA
	161.4 [133.2, 189.7]
	
	105.6 [62.7, 311.7]
	

	CYP3A5*3
rs776746
	GG
	159.7 [135.9, 281.2]
	0.037
	133.2 [64.3, 178.0]
	0.068

	
	AG, AA
	70.3 [63.0, 123.9]
	
	70.3 [43.6, 126.5]
	

	CYP3A5*6
rs10264272
	CC
	117.8 [64.3, 172.2]
	0.63
	
	n.d.

	
	TC
	95.9 [36.1, 155.7]
	
	-
	

	CYP3A5*7
rs41303343
	A/A
	117.8 [64.2, 163.7]
	n.d.
	130.0 [64.3, 161.0]
	n.d.

	
	AA/A
	-
	
	
	

	ABCB1 rs1045642
	TT
	105.6 [63.5, 201.2]
	0.92
	133.2 [66.1, 166.3]
	0.48

	
	CT, CC
	130.0 [64.1, 166.3]
	
	114.8 [66.7, 180.5]
	

	ABCB1 rs1128503
	CC
	105.6 [65.3, 201.2]
	0.91
	110.6 [64.6, 180.5]
	0.91

	
	TC, TT
	130.0 [62.7, 166.3]
	
	131.6 [74.7, 163.7]
	

	ABCB1 rs2032582
	CC
	105.6 [63.4, 154.4]
	0.072
	138.5 [75.2, 183.8]
	0.50

	
	TC, TT
	250.7 [189.7, 311.7]
	
	100.5 [48.9, 152.1]
	

	UGT1A4*2
rs6755571
	CC
	133.2 [66.1, 166.3]
	n.d.
	131.6 [64.8, 163.7]
	0.53

	
	AC, AA
	-
	
	153.2 [74.5, 352.8]
	

	UGT1A4*3
rs2011425
	TT
	130.0 [66.1, 166.3]
	0.47
	133.2 [65.3, 161.0]
	0.67

	
	GT, GG
	154.4 [86.4, 303.5]
	
	176.1 [105.6, 246.7]
	




Table S4. Effect of donor and recipient genotypes on fraction of days > 2 ng/mL out of range (n.d. – not determined)
	Gene
	Genotype
	Donor
Median [IQR]           p-value
	Recipient
Median [IQR]           p-value

	CYP3A4*1B
rs2740574
	TT
	0.333 [0.110, 0.455] 
	0.81
	0.300 [0.077, 0.500] 
	0.49

	
	CT, CC
	0.300 [0.083, 0.500]
	
	0.300 [0.181, 0.625]
	

	CYP3A4*22
rs35599367
	GG
	0.333 [0.155, 0.500]
	0.058
	0.308 [0.126, 0.466]
	0.56

	
	AG, AA
	0.000 [0.000, 0.371]
	
	0.283 [0.000, 0.500]
	

	CYP3A5*3
rs776746
	GG
	0.286 [0.058, 0.435]
	0.55
	0.300 [0.066, 0.455]
	0.17

	
	AG, AA
	0.333 [0.167, 0.500]
	
	0.333 [0.222, 0.667]
	

	CYP3A5*6
rs10264272
	CC
	0.300 [0.093, 0.489]
	0.81
	0.308 [0.126, 0.500]
	n.d.

	
	TC, TT
	0.314 [0.167, 0.542]
	
	0.267
	

	CYP3A5*7
rs41303343
	A/A
	0.317 [0.143, 0.500]
	<0.0001
	0.300 [0.143, 0.500]
	n.d.

	
	AA/A
	0.000 [0.000, 0.000]
	
	-
	

	ABCB1 rs1045642
	TT
	0.353 [0.038, 0.547]
	0.15
	0.273 [0.000, 0.455]
	0.63

	
	CT, CC
	0.286 [0.143, 0.417]
	
	0.333 [0.143, 0.500]
	

	ABCB1 rs1128503
	CC
	0.333 [0.000, 0.500]
	0.77
	0.283 [0.107, 0.466]
	0.83

	
	TC, TT
	0.286 [0.143, 0.477]
	
	0.333 [0.093, 0.482]
	

	ABCB1 rs2032582
	CC
	0.300 [0.143, 0.500]
	0.91
	0.286 [0.031, 0.455]
	0.033

	
	TC, TT
	0.345 [0.058, 0.542]
	
	0.500 [0.300, 0.700]
	

	UGT1A4*2
rs6755571
	CC
	0.300 [0.126, 0.466]
	n.d.
	0.300 [0.070, 0.500]
	0.62

	
	AC, AA
	0.667
	
	0.333 [0.275, 0.406]
	

	UGT1A4*3
rs2011425
	TT
	0.325 [0.126, 0.500]
	0.019
	0.297 [0.093, 0.426]
	0.34

	
	GT, GG
	0.167 [0.071, 0.333]
	
	0.455 [0.267, 0.500]
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