Table S1: Monthly meteorological observations during the period of experiment in 2017-18 and 2018-19
	Months
	Temperature (ºC)
	Total Rainfall
(mm)
	Relative humidity (%)
	BSH
	Total pan evaporation
(mm)

	
	Max.
	Min.
	
	Max.
	Min.
	
	

	2017-18

	November
	28.65
	14.76
	44.3
	96.97
	57.90
	7.77
	61.0

	December
	25.57
	11.49
	26.8
	97.23
	65.16
	6.08
	48.3

	January
	23.35
	8.09
	0
	97.19
	51.81
	6.88
	48.2

	February
	29.45
	12.99
	89.4
	97.21
	46.11
	7.07
	62.4

	March
	34.00
	17.37
	41.7
	94.06
	44.94
	6.60
	122.1

	April
	33.99
	19.39
	90.3
	94.63
	61.57
	7.66
	137.2

	2018-19

	November
	30.28
	14.02
	0
	95.43
	52.73
	7.01
	64.10

	December
	25.10
	9.15
	13.8
	97.06
	52.10
	6.23
	41.10

	January
	25.41
	8.22
	0
	96.26
	47.58
	7.16
	52.2

	February
	27.89
	10.81
	121.9
	94.14
	46.14
	7.45
	67.8

	March
	31.56
	15.91
	31.5
	96.16
	54.13
	7.33
	89.9

	[bookmark: OLE_LINK1]April
	34.03
	19.29
	147.4
	94.63
	61.47
	7.85
	126.1




S1. Protocols for seed biochemical and enzymatic quality assessment
S1.1 Electrical conductivity (EC) (μS m-1 g-1) 
Principles:
Electrical conductivity (EC) determines seed vigour. Higher the electrical conductivity, lesser will be the seed vigour. Therefore, electrical conductivity is a good indicator of seed quality. Poor seed vigour results from weak cell membrane which causes leakage of sugar, amino acids, electrolytes etc. under immersion in water. Conversely, fresh seeds leach less quantity of sugar, amino acids, electrolytes etc. under immersion in water. Estimation of EC (Dadlani and Agrawal,1987), thereby, accurately measures the membrane permeability.
Materials required: 
· 100 seeds 
· De-ionized water (125 ml + 125 ml) for seeds and control
Procedure: 
The subsequent steps were used for evolution of electrical conductivity of seed soaked in water. 
·  100 seeds were soaked in 125 ml of de-ionized water at 250c for 24 hours in glass beaker.
· A control beaker was also used without any seed.
· The seeds soaked in water were stirred with a glass-rod and poured into another beaker.
· Then, electrical conductivity of the water containing leachates of the specific sample was calculated from straight reading of the conductivity meter (Model No. Systronics-306) with dip cell having a cell constant of 1.0.
Calculation: 
Electrical Conductivity was expressed in μS m-1 g-1.
S1.2 Oil content (%) 
Principles:
Soxhlet based solvent extraction method is an effective way of extracting oil from the oilseeds. Crushed oilseeds are put in a packed bed which remains in contact with a pure solvent. It uses solvent reflux and siphon principle to continuously extract solid matter by the pure solvent.
Materials used:
· 100 g seeds
· Petroleum ether
Procedure:
Soxhlet’s apparatus was used to estimate oil content (%) of rapeseed-mustard seeds (AOAC, 1960). 
· Six g seeds from each treatment of every plot were ground and taken separately in hand made pouch using filter papers with solvent petroleum ether washings in Soxhlet’s apparatus for extracting oil at 60°C for 2 hours. 
· Oil along with petroleum ether mixture was taken in flask. 
· Petroleum ether dissolved in extracted oil was then evaporated, condensed and separated using rotary vacuum and water bath. 
· Oil left in the flask was finally measured and expressed in percentage after a constant weight was observed.
Calculation:
Oil content of seed sample was determined using the following formula:
     Weight of the oil extracted
Oil (%) = -------------------------------------------- × 100
      Weight of seed sample taken

S1.3 Total soluble protein content (%) 
Principles: 
	The blue colour is developed by the reduction of the phosphomolybdic-phospho-tungstic components in the Folin-Ciocalteau reagent by the amino-acids tyrosine and tryptophan present in the protein. The colour developed by the biuret reaction of the protein with the alkaline cupric tartrate is measured in Lowry’s method (Lowry et al., 1951).
Materials Required:
· 500 mg seed sample
· 2% sodium carbonate in 0.1N sodium hydroxide (Reagent A)
· 0.5% copper sulphate (CuSO4,5H2O) in 1% potassium sodium tartrate (Reagent B)
· Alkaline copper solution: 50 ml of reagent A and 1ml of reagent B were mixed prior to use (Reagent C)
· Folin-Ciocalteau reagent (Reagent D):  A mixture consisting of 100 g sodium tungstate (Na2WO4, 2H2O), 25g sodium molybodate (Na2MoO4, 2H2O), 700 ml water, 50 ml of 85% phosphoric acid and 100 ml of concentrated hydrochloric acid in a 1.5 L flask was refluxed gently for 10 hours. 150 g lithium sulfate was added in to it along with 50 ml water and a few drops of bromine water. The mixture was boiled for 15 minutes without condenser to remove excess bromine. Ten, the mixture was cooled, diluted to 1 L and filtered. 
· Protein Solution (Stock Standard): 50 mg of bovine serum albumin (Fraction V) was weighed accurately and dissolved in distilled water and made up to 50 ml in a standard flask.
· Working Standard: 10 ml of the stock solution was diluted to 50 ml of distilled water in a standard flask. One ml of this solution contains 200 μg protein.
Procedure:
· Protein extraction was carried out with phosphate buffer. 500 mg of the sample was weighed and ground well with a mortar and pestle in 5-10 ml of the buffer. It was centrifuged and supernatant was used for protein estimation.
· 0.2, 0.4, 0.6, 0.8 and 1ml of the working standard were pipetted out in a series of test tubes.
· 0.2 ml of the sample extract was pipetted out in other test tubes.
· The volume was made up to 1 ml with water in all the test tubes. A tube with 1ml of water serves as the blank.
· 5 ml of reagent C was added to each tube including the blank, mixed well and allowed to stand for 10 minutes.
· Then, 0.5 ml of reagent D was added, mixed well and incubated at room temperature in the dark for 30 minutes. Blue colour was developed.
· The readings were taken using spectrophotometer (Model No. Systronics- 105) at wavelength of 660 nm.
· A standard graph was drawn and the protein amount was calculated.
Calculation: 
	The amount of protein was expressed in percentage.
S1.4 α- amylase activity (24 hours and 48 hours) (µg min-1 g-1)
Principles:
      	α - amylase extraction is measured through colorimetric method using 3, 5-dinitrosalicyclic acid (DNS) reagent. Here, starch by α – amylase is converted to maltose which can be estimated by reduction of 3, 5-dinitrosalicyclic acid (DNS) reagent. This method was first prescribed by Miller (1959).
Materials required:
· 250 mg fresh germinating seeds
· 0.1 M sodium acetate buffer (pH 4.7) 
· 1% starch solution: A fresh solution of 1% starch was prepared by dissolving l g starch in sodium acetate buffer and then making the volume up to 100 ml.
· Dinitrosalicylic acid (DNS) reagent: 1 g dinitrosalicylic acid, 200 mg crystalline phenol and 50 mg sodium sulphite were dissolved in 1% NaOH and the final volume was made up to 100 ml with distilled water. The solution was stored at 4°C. In case of long storage, sodium sulphite was added just before use.
· 40% potassium sodium tartarate solution: 40 g of potassium sodium tartarate was dissolved in water and the final volume was made up to 100 ml.
· 10 ml calcium chloride solution
· 0.1M sodium phosphate buffer (pH 7.0) containing 0.5 M NaCl
· 0.1 M sodium phosphate buffer (pH 7.0) containing 0.5 % 2-mercaploethanol
·  Working standard of maltose: 50 mg of maltose was dissolved in water and the final volume was made up to 50 ml. This stock solution was diluted to 10 times before use to prepare the working standard of maltose for standard curve.
Procedure:
· 250 mg of fresh germinating seeds was taken and crushed in a mortar with addition of 2 ml of ice-cold 10 ml calcium chloride solution followed by homogenization at room temperature for 3 hours. The homogenate was centrifuged at 20,000 rpm for 4°C for 15 minutes. The supernatant was used as source of α-amylase.
·  0.1ml and 0.2 ml of enzyme extract were taken in test tubes and the volume was made up to 1 ml in each case. In to these 1 ml samples, 1 ml of starch solution was added. 
· The mixture was incubated at 27°C for 15 minutes. The reaction was stopped by addition of 2 ml of dinitrosalicylic reagent. 
· The solution was heated in a boiling water bath for 5 minutes. 
· While the tubes were warm, 1 ml of 40% potassium sodium tartarate solution was added in each case. 
· After that the tubes were cooled in running tap water. 
· The volume of the mixture in the test tube was finally brought to 10 ml by addition of water. 
· The absorbance of the chocolate brown colour was read at 560 nm wavelength in spectrophotometer (Model No. Systronics- 105). 
· In the control tube (blank) the reaction was stopped at zero time by addition of DNS reagent immediately after addition of starch solution. 
· A standard curve of maltose was made from the working standard of maltose taken at different proportions.
Calculation: 
α - amylase enzyme activity was expressed as µg of maltose released min-1 g-1 of fresh germinating seeds.
S1.5 Peroxidase activity (24 hours and 48 hours) (∆A min-1g-1) 
Principles: 
O- dianisidine is used as substrate for estimation of peroxidase.
O- dianisidine + H2O2  Oxidised O-dianisidine + 2H2O
 The resulting oxidized (dehydrogenated) O-dianisidine is probably more than one compound on the reaction condition. The rate of formation of O-dianisidine dehydrogenation is the measure of the peroxidase activity and can be estimated using spectrophotometer (Model No. Systronics-105) at 430 nm wavelength (Malik and Singh, 1980). 
Material used: 
· 0.5 g of imbibed seeds 
· Phosphate buffer: A Phosphate buffer was prepared to extract the enzyme. For peroxidase extraction buffer was phosphate buffer (pH 7.0) containing 0.2 M solution of monobasic sodium phosphate (NaH2PO4) and 0.2 M solution of dibasic sodium phosphate (Na2HPO4, 2H2O), in water. 
100 ml of pH 7.0 phosphate buffer = 39 ml of (A) + 61 ml of (B)
Where,
A = NaH2PO4 (2.78 g for 100 ml water)
B = Na2HPO4, 2H2O (3.57 g for 100 ml water) 
· Sodium acetate buffer: Sodium acetate buffer was used in reaction mixture. For peroxidase, buffer (pH 4.4) containing 0.2 M solution of acetic Acid (CH3COOH) and 0.2 M solution of sodium acetate (CH3COONa) in water.
100 ml of pH 4.4 sodium acetate buffer = 30.5 ml of (X) + 19.5 ml of (Y) + 50 ml water
Where, 
X = CH3COOH (1.15 ml for 100 ml water)
Y = CH3COONa (1.64 g for 100 ml water)
· O-dianisidine: A freshly prepared O-dianisidine solution (1 mg ml of methanol-1) was used as a substrate for assay of peroxidase. In the present experiment, 10 mg O- dianisidine was mixed with 10 ml of methanol. 
· Hydrogen peroxide:  1.36 ml of hydrogen peroxide (H2O2) was mixed with 100 ml of water to prepare 0.2 M H2O2 solution. 
Procedure:
· Extraction of enzyme:  0.5 g of imbibed seeds and 10 ml of phosphate buffer at specific pH 7.0 were taken in a chilled mortar and crushed with the pestle to extract the enzyme. Then, the homogenate was centrifuged at 10,000 rpm at 5°C for 30 min. The supernatant was collected and used as enzyme source and it was stored at 0°C. 
· Preparation of reaction mixture:  3.5 ml of sodium acetate buffer at specific pH 4.4 was taken in a clean dry cuvette. 2.2 ml of enzyme extract and 0.1 ml freshly prepared O- dianisidine solution were added in to it. 
· Now, the cuvette was placed in the spectrophotometer (Model No. Systronics- 105), set at 430 nm. Then, 0.2 ml of H2O2 solution was added and mixed with it properly.
· Immediately stop watch was started. Initial absorbance (0 minute) and absorbance at 1 minute were recorded. 
Calculation: 
Enzyme activity was expressed in terms of rate of increased absorbance per unit time per g of germinating seeds i.e. ∆A min-1g-1 of imbibed seeds. ΔA indicated the difference in absorbance (0 minute to 1 minute).

Table S2: Response of genotypes towards seed priming on germination percentage (%)
	Genotypes 
(V)
	First Year
	Second Year

	
	Treatments (T)
	Treatments (T)

	
	T1
	T2
	T3
	T4
	T5
	MEAN
	T1
	T2
	T3
	T4
	T5
	MEAN

	V1
	98.32
(83.09)
	97.06
(80.30)
	97.81
(81.84)
	96.46
(79.37)
	96.03
(78.60)
	97.14
(80.64)
	97.66
(81.21)
	96.73
(79.62)
	97.15
(80.26)
	96.01
(78.47)
	95.70
(78.03)
	96.65
(79.52)

	V2
	98.91
(84.10)
	97.20
(80.55)
	98.46
(82.92)
	96.78
(79.71)
	96.40
(79.12)
	97.55
(81.28)
	98.04
(82.03)
	96.87
(79.83)
	98.19
(82.26)
	96.44
(79.15)
	96.06
(78.55)
	97.12
(80.36)

	V3
	99.35
(85.90)
	97.96
(81.79)
	99.16
(84.75)
	97.66
(81.24)
	97.22
(80.90)
	98.27
(82.92)
	99.02
(84.80)
	97.62
(81.10)
	98.82
(83.77)
	97.32
(80.58)
	96.89
(79.82)
	97.94
(82.02)

	V4
	99.05
(84.40)
	97.46
(80.95)
	98.76
(83.61)
	97.32
(80.64)
	96.70
(79.55)
	97.86
(81.83)
	98.72
(83.52)
	97.13
(80.25)
	98.09
(82.15)
	96.65
(79.44)
	96.70
(79.55)
	97.46
(80.98)

	V5
	99.52
(86.49)
	98.55
(83.28)
	99.32
(85.61)
	97.99
(82.12)
	97.46
(80.91)
	98.57
(83.68)
	99.19
(84.83)
	98.22
(82.48)
	98.99
(84.76)
	97.57
(81.05)
	97.12
(80.27)
	98.22
(82.68)

	V6
	99.82
(87.94)
	98.96
(84.11)
	99.66
(87.12)
	98.56
(83.18)
	97.92
(81.84)
	98.98
(84.84)
	99.15
(85.52)
	98.29
(82.55)
	98.99
(84.66)
	98.22
(82.33)
	97.59
(81.21)
	98.45
(83.25)

	Mean
	99.16
(85.32)
	97.86
(81.83)
	98.86
(84.31)
	97.46
(81.04)
	96.95
(80.15)
	
	98.63
(83.65)
	97.48
(80.97)
	98.37
(82.98)
	97.04
(80.17)
	96.68
(79.57)
	

	
	
	V
	T
	V×T
	
	
	
	V
	T
	V×T
	
	

	SEm(±)
	
	0.55
	0.50
	1.22
	
	
	
	0.41
	0.38
	0.92
	
	

	LSD(p=0.05)
	
	1.55
	1.41
	NS
	
	
	
	1.17
	1.07
	NS
	
	


Genotypes (V): V1- Anushka, V2- Sanchita, V3- TBM-204, V4- TBM-143, V5- Kranti, V6- Pusa Bold; Treatments (T): T1 -KH2PO4 @ 0.15mol, T2 -KNO3 @ 0.1mol, T3 -PEG 6000 @ -0.3MPa, T4 -Distilled Water, T5 -Control (Dry Seed); Data in the parenthesis indicates the angular transformed value of original data; SEm and C.D. indicates standard error of mean and critical difference, respectively.


Table S3: Response of genotypes towards seed priming on root length (cm)
	Genotypes 
(V)
	First Year
	Second Year

	
	Treatments (T)
	Treatments (T)

	
	T1
	T2
	T3
	T4
	T5
	MEAN
	T1
	T2
	T3
	T4
	T5
	MEAN

	V1
	13.86
	11.75
	12.66
	11.38
	11.00
	12.13
	13.53
	11.41
	12.32
	11.05
	10.66
	11.80

	V2
	11.74
	14.39
	14.82
	13.45
	11.40
	13.16
	11.41
	14.06
	14.48
	13.12
	11.07
	12.83

	V3
	15.48
	13.23
	13.31
	14.76
	13.59
	14.07
	15.14
	12.89
	12.98
	14.42
	13.26
	13.74

	V4
	13.72
	13.93
	12.87
	12.96
	13.56
	13.41
	13.39
	13.59
	12.54
	12.62
	13.23
	13.07

	V5
	14.59
	14.10
	15.33
	13.74
	13.31
	14.21
	14.26
	13.76
	14.99
	13.27
	12.98
	13.85

	V6
	15.34
	15.05
	14.71
	13.92
	14.21
	14.64
	15.00
	14.71
	14.37
	13.59
	13.87
	14.31

	Mean
	14.12
	13.74
	13.95
	13.37
	12.85
	
	13.79
	13.41
	13.62
	13.01
	12.51
	

	
	
	V
	T
	V×T
	
	
	
	V
	T
	V×T
	
	

	SEm(±)
	
	0.17
	0.15
	0.38
	
	
	
	0.18
	0.16
	0.39
	
	

	LSD(p=0.05)
	
	0.48
	0.44
	1.07
	
	
	
	0.50
	0.46
	1.11
	
	


Genotypes (V): V1- Anushka, V2- Sanchita, V3- TBM-204, V4- TBM-143, V5- Kranti, V6- Pusa Bold; Treatments (T): T1 -KH2PO4 @ 0.15mol, T2 -KNO3 @ 0.1mol, T3 -PEG 6000 @ -0.3MPa, T4 -Distilled Water, T5 -Control (Dry Seed); SEm and C.D. indicates standard error of mean and critical difference, respectively.


Table S4: Response of genotypes towards seed priming on shoot length (cm)
	Genotypes 
(V)

	First Year
	Second Year

	
	Treatments (T)
	Treatments (T)

	
	T1
	T2
	T3
	T4
	T5
	MEAN
	T1
	T2
	T3
	T4
	T5
	MEAN

	V1
	3.48
	2.41
	3.08
	2.33
	2.38
	2.73
	3.34
	2.31
	2.95
	2.23
	2.31
	2.63

	V2
	4.10
	3.41
	3.77
	3.82
	3.04
	3.63
	4.03
	3.35
	3.67
	3.75
	2.94
	3.55

	V3
	4.27
	3.51
	3.36
	3.81
	3.31
	3.65
	4.20
	3.43
	3.29
	3.71
	3.32
	3.59

	V4
	3.39
	3.95
	3.92
	3.46
	3.42
	3.63
	3.29
	3.82
	3.82
	3.40
	3.33
	3.53

	V5
	3.37
	4.01
	4.11
	3.56
	3.46
	3.70
	3.37
	3.97
	3.88
	3.49
	3.43
	3.63

	V6
	3.47
	3.99
	3.41
	3.16
	4.57
	3.72
	3.34
	3.86
	3.23
	3.13
	4.43
	3.60

	Mean
	3.68
	3.55
	3.61
	3.36
	3.36
	
	3.60
	3.46
	3.47
	3.28
	3.29
	

	
	
	V
	T
	V×T
	
	
	
	V
	T
	V×T
	
	

	SEm(±)
	
	0.06
	0.06
	0.14
	
	
	
	0.08
	0.07
	0.18
	
	

	LSD(p=0.05)
	
	0.18
	0.17
	0.41
	
	
	
	0.22
	0.20
	0.50
	
	


Genotypes (V): V1- Anushka, V2- Sanchita, V3- TBM-204, V4- TBM-143, V5- Kranti, V6- Pusa Bold; Treatments (T): T1 -KH2PO4 @ 0.15mol, T2 -KNO3 @ 0.1mol, T3 -PEG 6000 @ -0.3MPa, T4 -Distilled Water, T5 -Control (Dry Seed) ; SEm and C.D. indicates standard error of mean and critical difference, respectively.


Table S5: Response of genotypes towards seed priming on seedlings fresh weight (mg per 5 seedlings)
	Genotypes 
(V)
	First Year
	Second Year

	
	Treatments (T)
	Treatments (T)

	
	T1
	T2
	T3
	T4
	T5
	MEAN
	T1
	T2
	T3
	T4
	T5
	MEAN

	V1
	295.0
	293.3
	196.7
	155.0
	163.3
	220.7
	238.3
	226.7
	163.3
	141.7
	153.3
	184.7

	V2
	313.3
	330.0
	280.0
	233.3
	331.7
	297.7
	300.0
	320.0
	246.7
	223.3
	298.3
	277.7

	V3
	696.7
	638.3
	641.7
	406.7
	381.7
	553.0
	663.3
	605.0
	575.0
	363.3
	348.3
	511.0

	V4
	348.3
	280.0
	401.7
	371.7
	375.0
	355.3
	320.0
	246.7
	335.0
	338.3
	341.7
	316.3

	V5
	571.7
	501.7
	633.3
	680.0
	475.0
	572.3
	505.0
	468.3
	566.7
	613.3
	441.7
	519.0

	V6
	580.0
	616.7
	620.0
	625.0
	448.3
	578.0
	546.7
	583.3
	553.3
	600.0
	381.7
	533.0

	Mean
	467.5
	443.3
	462.2
	411.9
	362.5
	
	428.9
	408.3
	406.7
	380.0
	327.5
	

	
	
	V
	T
	V×T
	
	
	
	V
	T
	V×T
	
	

	SEm(±)
	
	17.7
	16.1
	39.5
	
	
	
	14.9
	13.6
	33.4
	
	

	LSD(p=0.05)
	
	50.1
	45.8
	112.1
	
	
	
	42.3
	38.6
	94.6
	
	


Genotypes (V): V1- Anushka, V2- Sanchita, V3- TBM-204, V4- TBM-143, V5- Kranti, V6- Pusa Bold; Treatments (T): T1 -KH2PO4 @ 0.15mol, T2 -KNO3 @ 0.1mol, T3 -PEG 6000 @ -0.3MPa, T4 -Distilled Water, T5 -Control (Dry Seed) ; SEm and C.D. indicates standard error of mean and critical difference, respectively.


Table S6: Response of genotypes towards seed priming on seedlings dry weight (mg per 5 seedlings)
	Genotypes 
(V)
	First Year
	Second Year

	
	Treatments (T)
	Treatments (T)

	
	T1
	T2
	T3
	T4
	T5
	MEAN
	T1
	T2
	T3
	T4
	T5
	MEAN

	V1
	28.67
	20.00
	23.33
	16.67
	13.67
	20.47
	25.33
	19.67
	20.00
	16.00
	10.33
	18.27

	V2
	30.00
	21.67
	24.67
	19.33
	15.00
	22.13
	26.67
	21.33
	21.33
	18.00
	14.00
	20.27

	V3
	29.00
	26.67
	29.33
	24.00
	21.67
	26.13
	33.00
	24.67
	27.67
	24.33
	21.00
	26.13

	V4
	30.67
	23.00
	26.33
	21.67
	18.00
	23.93
	30.00
	23.67
	25.33
	21.33
	13.33
	22.73

	V5
	37.33
	28.33
	31.67
	27.33
	23.33
	29.60
	36.33
	30.00
	30.33
	26.00
	22.00
	28.93

	V6
	41.33
	32.33
	35.00
	29.00
	25.67
	32.67
	41.00
	29.00
	29.67
	25.67
	24.33
	29.93

	Mean
	32.83
	25.33
	28.39
	23.00
	19.56
	
	32.06
	24.72
	25.72
	21.89
	17.50
	

	
	
	V
	T
	V×T
	
	
	
	V
	T
	V×T
	
	

	SEm(±)
	
	0.35
	0.32
	0.78
	
	
	
	0.31
	0.28
	0.69
	
	

	LSD(p=0.05)
	
	0.99
	0.91
	2.22
	
	
	
	0.88
	0.80
	1.96
	
	


Genotypes (V): V1- Anushka, V2- Sanchita, V3- TBM-204, V4- TBM-143, V5- Kranti, V6- Pusa Bold; Treatments (T): T1 -KH2PO4 @ 0.15mol, T2 -KNO3 @ 0.1mol, T3 -PEG 6000 @ -0.3MPa, T4 -Distilled Water, T5 -Control (Dry Seed) ; SEm and C.D. indicates standard error of mean and critical difference, respectively.


Table S7: Response of genotypes towards seed priming on vigour index-I
	Genotypes 
(V)
	First Year
	Second Year

	
	Treatments (T)
	Treatments (T)

	
	T1
	T2
	T3
	T4
	T5
	MEAN
	T1
	T2
	T3
	T4
	T5
	MEAN

	V1
	1,704.6
	1,374.0
	1,538.3
	1,322.8
	1,285.0
	1,444.9
	1,647.4
	1,327.4
	1,483.6
	1,274.2
	1,241.6
	1,394.8

	V2
	1,566.5
	1,731.2
	1,829.9
	1,671.1
	1,392.3
	1,638.2
	1,513.7
	1,686.5
	1,782.4
	1,626.5
	1,345.4
	1,590.9

	V3
	1,961.2
	1,639.8
	1,653.3
	1,813.6
	1,643.7
	1,742.3
	1,915.3
	1,593.6
	1,608.0
	1,764.4
	1,606.8
	1,697.6

	V4
	1,694.9
	1,742.5
	1,659.1
	1,598.2
	1,641.5
	1,667.2
	1,646.3
	1,691.0
	1,605.3
	1,548.3
	1,601.0
	1,618.4

	V5
	1,787.4
	1,784.4
	1,929.9
	1,694.5
	1,634.4
	1,766.1
	1,749.1
	1,740.8
	1,867.8
	1,635.4
	1,593.6
	1,717.3

	V6
	1,877.3
	1,883.7
	1,805.1
	1,683.6
	1,838.3
	1,817.6
	1,818.0
	1,825.4
	1,742.1
	1,642.0
	1,786.6
	1,762.8

	Mean
	1,765.3
	1,692.6
	1,735.9
	1,630.6
	1,572.5
	
	1,715.0
	1,644.1
	1,681.5
	1,581.8
	1,529.2
	

	
	
	V
	T
	V×T
	
	
	
	V
	T
	V×T
	
	

	SEm(±)
	
	18.6
	17.0
	41.6
	
	
	
	19.3
	17.6
	43.1
	
	

	LSD(p=0.05)
	
	52.7
	48.1
	117.9
	
	
	
	54.7
	49.9
	122.3
	
	


Genotypes (V): V1- Anushka, V2- Sanchita, V3- TBM-204, V4- TBM-143, V5- Kranti, V6- Pusa Bold; Treatments (T): T1 -KH2PO4 @ 0.15mol, T2 -KNO3 @ 0.1mol, T3 -PEG 6000 @ -0.3MPa, T4 -Distilled Water, T5 -Control (Dry Seed) ; SEm and C.D. indicates standard error of mean and critical difference, respectively.


Table S8: Response of genotypes towards seed priming on vigour index-II
	Genotypes 
(V)
	First Year
	Second Year

	
	Treatments (T)
	Treatments (T)

	
	T1
	T2
	T3
	T4
	T5
	MEAN
	T1
	T2
	T3
	T4
	T5
	MEAN

	V1
	564.0
	388.4
	456.7
	321.8
	262.5
	398.7
	494.9
	380.4
	388.7
	307.3
	197.7
	353.8

	V2
	593.4
	421.4
	485.7
	374.3
	289.2
	432.8
	522.9
	413.4
	418.9
	347.1
	268.9
	394.2

	V3
	576.2
	522.4
	581.7
	468.6
	421.5
	514.1
	653.4
	481.6
	546.8
	473.7
	407.0
	512.5

	V4
	607.7
	448.4
	520.3
	421.8
	347.9
	469.2
	592.4
	459.7
	497.0
	412.4
	257.8
	443.8

	V5
	743.2
	558.3
	628.9
	535.2
	455.0
	584.1
	720.8
	589.3
	600.7
	507.3
	427.4
	569.1

	V6
	825.2
	640.0
	697.6
	571.6
	502.9
	647.5
	813.1
	570.2
	587.4
	504.3
	474.9
	590.0

	Mean
	651.6
	496.5
	561.8
	448.9
	379.8
	
	632.9
	482.4
	506.6
	425.3
	339.0
	

	
	
	V
	T
	V×T
	
	
	
	V
	T
	V×T
	
	

	SEm(±)
	
	7.3
	6.7
	16.3
	
	
	
	6.2
	5.7
	13.9
	
	

	LSD(p=0.05)
	
	20.7
	18.9
	46.2
	
	
	
	17.6
	16.1
	39.4
	
	


Genotypes (V): V1- Anushka, V2- Sanchita, V3- TBM-204, V4- TBM-143, V5- Kranti, V6- Pusa Bold; Treatments (T): T1 -KH2PO4 @ 0.15mol, T2 -KNO3 @ 0.1mol, T3 -PEG 6000 @ -0.3MPa, T4 -Distilled Water, T5 -Control (Dry Seed) ; SEm and C.D. indicates standard error of mean and critical difference, respectively.


Table S9: Response of genotypes towards seed priming on oil content (%)
	Genotypes 
(V)
	First Year
	Second Year

	
	Treatments (T)
	Treatments (T)

	
	T1
	T2
	T3
	T4
	T5
	MEAN
	T1
	T2
	T3
	T4
	T5
	MEAN

	V1
	46.33
	45.94
	46.20
	45.78
	45.74
	46.00
	46.26
	45.73
	46.16
	45.45
	45.40
	45.80

	V2
	45.90
	45.41
	45.63
	45.29
	45.18
	45.48
	45.73
	45.34
	45.46
	45.15
	44.84
	45.31

	V3
	42.82
	41.59
	41.99
	41.02
	40.87
	41.66
	42.49
	41.26
	41.65
	40.68
	40.54
	41.33

	V4
	43.07
	42.15
	42.64
	41.48
	41.25
	42.12
	42.74
	41.82
	42.31
	41.14
	40.92
	41.79

	V5
	40.13
	38.62
	39.53
	38.33
	38.03
	38.93
	39.79
	38.29
	39.20
	37.99
	37.70
	38.60

	V6
	38.77
	38.16
	38.44
	37.95
	37.70
	38.20
	38.43
	37.82
	38.10
	37.62
	37.36
	37.87

	Mean
	42.84
	41.98
	42.41
	41.64
	41.46
	
	42.58
	41.71
	42.15
	41.34
	41.13
	

	
	
	V
	T
	V×T
	
	
	
	V
	T
	V×T
	
	

	SEm(±)
	
	0.06
	0.05
	0.13
	
	
	
	0.06
	0.06
	0.14
	
	

	LSD(p=0.05)
	
	0.16
	0.15
	0.36
	
	
	
	0.18
	0.17
	0.40
	
	


Genotypes (V): V1- Anushka, V2- Sanchita, V3- TBM-204, V4- TBM-143, V5- Kranti, V6- Pusa Bold; Treatments (T): T1 -KH2PO4 @ 0.15mol, T2 -KNO3 @ 0.1mol, T3 -PEG 6000 @ -0.3MPa, T4 -Distilled Water, T5 -Control (Dry Seed) ; SEm and C.D. indicates standard error of mean and critical difference, respectively.


Table S10: Response of genotypes towards seed priming on total soluble protein content (%)
	Genotypes 
(V)
	First Year
	Second Year

	
	Treatments (T)
	Treatments (T)

	
	T1
	T2
	T3
	T4
	T5
	MEAN
	T1
	T2
	T3
	T4
	T5
	MEAN

	V1
	15.95
	14.99
	15.67
	15.07
	14.52
	15.24
	15.62
	14.68
	15.34
	15.07
	14.52
	15.04

	V2
	17.58
	17.10
	17.33
	16.10
	15.77
	16.77
	16.91
	16.43
	16.99
	15.77
	15.43
	16.31

	V3
	20.13
	19.62
	19.95
	19.39
	19.03
	19.63
	19.46
	18.96
	19.29
	18.73
	18.03
	18.89

	V4
	18.45
	17.84
	18.29
	17.62
	17.70
	17.98
	18.12
	17.51
	17.95
	17.29
	17.03
	17.58

	V5
	23.29
	21.81
	22.11
	21.85
	21.00
	22.01
	22.62
	21.48
	21.77
	21.51
	20.66
	21.61

	V6
	23.21
	22.61
	22.78
	21.99
	21.70
	22.46
	22.88
	22.30
	22.44
	21.63
	21.37
	22.13

	Mean
	19.77
	19.00
	19.35
	18.67
	18.29
	
	19.27
	18.56
	18.96
	18.33
	17.84
	

	
	
	V
	T
	V×T
	
	
	
	V
	T
	V×T
	
	

	SEm(±)
	
	0.08
	0.08
	0.18
	
	
	
	0.06
	0.06
	0.14
	
	

	LSD(p=0.05)
	
	0.23
	0.21
	0.52
	
	
	
	0.18
	0.16
	0.39
	
	


Genotypes (V): V1- Anushka, V2- Sanchita, V3- TBM-204, V4- TBM-143, V5- Kranti, V6- Pusa Bold; Treatments (T): T1 -KH2PO4 @ 0.15mol, T2 -KNO3 @ 0.1mol, T3 -PEG 6000 @ -0.3MPa, T4 -Distilled Water, T5 -Control (Dry Seed) ; SEm and C.D. indicates standard error of mean and critical difference, respectively.


Table S11: Response of genotypes towards seed priming on electrical conductivity (μS m-1 g-1)
	Genotypes 
(V)
	First Year
	Second Year

	
	Treatments (T)
	Treatments (T)

	
	T1
	T2
	T3
	T4
	T5
	MEAN
	T1
	T2
	T3
	T4
	T5
	MEAN

	V1
	0.89
	0.97
	0.92
	1.01
	1.04
	0.97
	0.93
	1.00
	0.95
	1.04
	1.08
	1.00

	V2
	0.95
	1.01
	1.04
	1.18
	1.26
	1.09
	1.01
	1.05
	1.00
	1.22
	1.26
	1.11

	V3
	1.40
	1.46
	1.44
	1.54
	1.61
	1.49
	1.44
	1.47
	1.45
	1.55
	1.65
	1.51

	V4
	1.28
	1.42
	1.30
	1.43
	1.49
	1.38
	1.32
	1.39
	1.27
	1.50
	1.41
	1.38

	V5
	1.04
	1.13
	0.94
	1.15
	1.21
	1.09
	1.11
	1.16
	0.99
	1.18
	1.24
	1.14

	V6
	0.91
	0.89
	1.06
	1.08
	1.14
	1.01
	0.97
	0.99
	1.06
	1.14
	1.17
	1.07

	Mean
	1.08
	1.15
	1.12
	1.23
	1.29
	
	1.13
	1.18
	1.12
	1.27
	1.30
	

	
	
	V
	T
	V×T
	
	
	
	V
	T
	V×T
	
	

	SEm(±)
	
	0.01
	0.01
	0.02
	
	
	
	0.01
	0.01
	0.02
	
	

	LSD(p=0.05)
	
	0.03
	0.03
	0.07
	
	
	
	0.03
	0.03
	0.07
	
	


Genotypes (V): V1- Anushka, V2- Sanchita, V3- TBM-204, V4- TBM-143, V5- Kranti, V6- Pusa Bold; Treatments (T): T1 -KH2PO4 @ 0.15mol, T2 -KNO3 @ 0.1mol, T3 -PEG 6000 @ -0.3MPa, T4 -Distilled Water, T5 -Control (Dry Seed) ; SEm and C.D. indicates standard error of mean and critical difference, respectively.


Table S12: Response of genotypes towards seed priming on α- amylase activity (24 hours) (µg min-1 g-1)
	Genotypes 
(V)

	First Year
	Second Year

	
	Treatments (T)
	Treatments (T)

	
	T1
	T2
	T3
	T4
	T5
	MEAN
	T1
	T2
	T3
	T4
	T5
	MEAN

	V1
	72.55
	71.03
	71.97
	70.18
	69.11
	70.97
	71.22
	69.69
	71.30
	69.85
	68.78
	70.17

	V2
	76.05
	75.30
	75.81
	74.70
	74.28
	75.23
	75.38
	74.63
	75.15
	74.04
	73.61
	74.56

	V3
	78.27
	76.70
	77.41
	76.04
	75.74
	76.83
	77.63
	75.79
	76.75
	75.37
	75.08
	76.12

	V4
	75.05
	73.46
	75.68
	73.03
	72.77
	74.00
	74.38
	72.79
	75.01
	72.25
	73.78
	73.64

	V5
	77.87
	76.99
	77.91
	76.61
	76.89
	77.25
	77.20
	76.18
	77.58
	75.94
	76.04
	76.59

	V6
	79.95
	78.80
	79.69
	77.64
	78.47
	78.91
	79.28
	78.13
	79.03
	77.31
	77.80
	78.31

	Mean
	76.62
	75.38
	76.41
	74.70
	74.54
	
	75.85
	74.54
	75.80
	74.13
	74.18
	

	
	
	V
	T
	V×T
	
	
	
	V
	T
	V×T
	
	

	SEm(±)
	
	0.13
	0.12
	0.28
	
	
	
	0.12
	0.11
	0.27
	
	

	LSD(p=0.05)
	
	0.36
	0.33
	0.80
	
	
	
	0.34
	0.31
	0.75
	
	


Genotypes (V): V1- Anushka, V2- Sanchita, V3- TBM-204, V4- TBM-143, V5- Kranti, V6- Pusa Bold; Treatments (T): T1 -KH2PO4 @ 0.15mol, T2 -KNO3 @ 0.1mol, T3 -PEG 6000 @ -0.3MPa, T4 -Distilled Water, T5 -Control (Dry Seed) ; SEm and C.D. indicates standard error of mean and critical difference, respectively.


Table S13: Response of genotypes towards seed priming on α- amylase activity (48 hours) (µg min-1 g-1)
	Genotypes 
(V)
	First Year
	Second Year

	
	Treatments (T)
	Treatments (T)

	
	T1
	T2
	T3
	T4
	T5
	MEAN
	T1
	T2
	T3
	T4
	T5
	MEAN

	V1
	45.03
	44.14
	44.86
	43.62
	42.41
	44.01
	44.18
	43.81
	44.20
	42.95
	41.74
	43.38

	V2
	48.10
	47.91
	47.72
	46.20
	46.07
	47.20
	47.22
	47.25
	46.76
	45.54
	45.41
	46.43

	V3
	51.74
	50.89
	51.43
	50.03
	49.39
	50.70
	51.08
	50.23
	50.76
	49.37
	48.72
	50.03

	V4
	47.16
	46.56
	45.81
	45.14
	44.65
	45.86
	46.49
	45.90
	45.14
	43.80
	43.32
	44.93

	V5
	50.64
	49.90
	50.88
	49.37
	48.19
	49.80
	49.98
	49.56
	49.91
	48.03
	47.52
	49.00

	V6
	53.90
	52.82
	54.17
	52.28
	52.10
	53.05
	53.23
	52.15
	53.50
	51.61
	51.43
	52.39

	Mean
	49.43
	48.70
	49.15
	47.77
	47.14
	
	48.70
	48.15
	48.38
	46.88
	46.36
	

	
	
	V
	T
	V×T
	
	
	
	V
	T
	V×T
	
	

	SEm(±)
	
	0.11
	0.10
	0.25
	
	
	
	0.09
	0.08
	0.20
	
	

	LSD(p=0.05)
	
	0.32
	0.29
	0.71
	
	
	
	0.25
	0.23
	0.55
	
	


Genotypes (V): V1- Anushka, V2- Sanchita, V3- TBM-204, V4- TBM-143, V5- Kranti, V6- Pusa Bold; Treatments (T): T1 -KH2PO4 @ 0.15mol, T2 -KNO3 @ 0.1mol, T3 -PEG 6000 @ -0.3MPa, T4 -Distilled Water, T5 -Control (Dry Seed) ; SEm and C.D. indicates standard error of mean and critical difference, respectively.


Table S14: Response of genotypes towards seed priming on peroxidase activity (24 hours) (∆A min-1 g-1)
	Genotypes 
(V)
	First Year
	Second Year

	
	Treatments (T)
	Treatments (T)

	
	T1
	T2
	T3
	T4
	T5
	MEAN
	T1
	T2
	T3
	T4
	T5
	MEAN

	V1
	0.403
	0.398
	0.399
	0.390
	0.388
	0.396
	0.400
	0.392
	0.393
	0.380
	0.378
	0.389

	V2
	0.417
	0.410
	0.411
	0.404
	0.394
	0.407
	0.413
	0.401
	0.407
	0.399
	0.387
	0.401

	V3
	0.438
	0.433
	0.437
	0.430
	0.421
	0.432
	0.441
	0.430
	0.435
	0.424
	0.414
	0.429

	V4
	0.467
	0.459
	0.462
	0.457
	0.455
	0.460
	0.463
	0.452
	0.454
	0.451
	0.448
	0.454

	V5
	0.404
	0.397
	0.400
	0.392
	0.388
	0.396
	0.401
	0.390
	0.396
	0.385
	0.384
	0.391

	V6
	0.423
	0.410
	0.420
	0.407
	0.399
	0.412
	0.420
	0.407
	0.416
	0.404
	0.393
	0.408

	Mean
	0.425
	0.418
	0.421
	0.413
	0.407
	
	0.423
	0.412
	0.417
	0.407
	0.401
	

	
	
	V
	T
	V×T
	
	
	
	V
	T
	V×T
	
	

	SEm(±)
	
	0.001
	0.001
	0.003
	
	
	
	0.002
	0.002
	0.005
	
	

	LSD(p=0.05)
	
	0.004
	0.004
	0.009
	
	
	
	0.006
	0.005
	0.013
	
	


Genotypes (V): V1- Anushka, V2- Sanchita, V3- TBM-204, V4- TBM-143, V5- Kranti, V6- Pusa Bold; Treatments (T): T1 -KH2PO4 @ 0.15mol, T2 -KNO3 @ 0.1mol, T3 -PEG 6000 @ -0.3MPa, T4 -Distilled Water, T5 -Control (Dry Seed) ; SEm and C.D. indicates standard error of mean and critical difference, respectively.


Table S15: Response of genotypes towards seed priming on peroxidase activity (48 hours) (∆A min-1 g-1)
	Genotypes 
(V)
	First Year
	Second Year

	
	Treatments (T)
	Treatments (T)

	
	T1
	T2
	T3
	T4
	T5
	MEAN
	T1
	T2
	T3
	T4
	T5
	MEAN

	V1
	0.480
	0.467
	0.478
	0.464
	0.458
	0.469
	0.477
	0.458
	0.472
	0.457
	0.445
	0.462

	V2
	0.505
	0.495
	0.502
	0.485
	0.483
	0.494
	0.501
	0.492
	0.498
	0.482
	0.477
	0.490

	V3
	0.524
	0.517
	0.519
	0.512
	0.509
	0.516
	0.520
	0.514
	0.516
	0.509
	0.505
	0.513

	V4
	0.540
	0.537
	0.539
	0.533
	0.530
	0.536
	0.538
	0.532
	0.535
	0.527
	0.525
	0.531

	V5
	0.527
	0.514
	0.517
	0.510
	0.509
	0.515
	0.524
	0.511
	0.514
	0.507
	0.505
	0.512

	V6
	0.520
	0.511
	0.516
	0.509
	0.507
	0.513
	0.513
	0.508
	0.510
	0.506
	0.504
	0.508

	Mean
	0.516
	0.507
	0.512
	0.502
	0.499
	
	0.512
	0.502
	0.508
	0.498
	0.494
	

	
	
	V
	T
	V×T
	
	
	
	V
	T
	V×T
	
	

	SEm(±)
	
	0.001
	0.001
	0.003
	
	
	
	0.001
	0.001
	0.003
	
	

	LSD(p=0.05)
	
	0.003
	0.003
	0.008
	
	
	
	0.004
	0.004
	0.009
	
	


Genotypes (V): V1- Anushka, V2- Sanchita, V3- TBM-204, V4- TBM-143, V5- Kranti, V6- Pusa Bold; Treatments (T): T1 -KH2PO4 @ 0.15mol, T2 -KNO3 @ 0.1mol, T3 -PEG 6000 @ -0.3MPa, T4 -Distilled Water, T5 -Control (Dry Seed) ; SEm and C.D. indicates standard error of mean and critical difference, respectively.
