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[bookmark: _GoBack][bookmark: _Toc129000917]Figure S3. LASSO path plots and distribution of PI
(A) The optimal values of lambda obtained by cross-validating of LASSO in the ten imputed datasets. (B) Path plot for filtering variables in LASSO using the mean of optimal values of lambda. (C) Histogram of the distribution of prognostic indices of revised model 1 in the revision set and test set. (D) Histogram of the distribution of prognostic indices of model 2 in the derivation set and validation set.
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