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Supplemental Figure S1 – Association between high NMT1 and poor survival was dependent on also having high expression of TIMM17A.
Among patients with high TIMM17A (Right), those with high NMT1 (Red) had significantly lower overall survival compared to those with low NMT1 (Green). Among patients with Low TIMM17A (Left), there were no such differences in overall survival by NMT1 expression, with high overlaps in their confidence intervals.
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Supplemental Figure S2 – TIMM17A and NMT1 were each associated with worse overall survival in OncoSG ever-smokers
Kaplan-Meier plot comparing high (red) versus low (green) expression of NMT1 (left) and TIMM17A (right) by RNAseq in the OncoSG validation dataset of ever-smokers (comparable to TCGA, which has 85% ever-smokers). Shading in their respective colors represent 95% confidence interval. Hazard Ratios (HR), their 95% confidence intervals (CI), and P-values were calculated using multivariable cox-regression models adjusted for age (mean±SD: 64.1±10.0), gender (n: Male=49, Female=13), and tumor stage (n: I=35, II=11, III=13, IV=1). High TIMM17A and high NMT1 were each associated with worse overall in the ever-smoker subset of OncoSG. NMT1 was split at the 60th percentile and TIMM17A was split at the 50th percentile based on an optimal cutoff tested at every 10 percentiles amongst ever-smokers
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