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Supplement Fig. 2.
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Comparative study for the abundance of genera in gastric antrum microbiota
between the AIG patients and control patients with atrophic gastritis using
MaAsLin 2 as a linear model. The genus Streptococcus was shown in
significantly higher abundance in AIG patients, and the genera Selenomonas
and Candidatus Saccharimonas were shown in significantly higher abundance

in control patients.



