	miR Name
	LncRNA name
	leftmost position of
predicted target site
	folding energy
(in -Kcal/mol)
	heteroduplex
	p value

	rno_miR_185_5p
	AABR07070161.1
	2584
	-16.20
	TTAACCACTGAGCC-ATCTCTCCA
      |||  |||  ||||||||
AGTCCTTGA--CGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07070161.1
	28765
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07070161.1
	28771
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07070161.1
	28779
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07070161.1
	28781
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07070161.1
	29137
	-15.90
	TAACCAGCAAGCC-ATCTCTCCA
     |:|  |||  ||||||||
AGTCCTTG-ACGGAAAGAGAGGT
	3.5E-5

	rno_miR_185_5p
	AABR07070161.1
	75837
	-13.80
	CCTTCCGCTCCCTTCCTTTCCT
      :|| |||| ||:||| 
AGTCCTTGACGGAAAGAGAGGT
	5.48E-4

	rno_miR_185_5p
	AABR07070161.1
	84153
	-12.20
	TGAGTGCACTGTAGCTGTCTTCA
| || | ||||:   | |||:||
AGTC-CTTGACGGAAAGAGAGGT
	6.04E-4

	rno_miR_185_5p
	AABR07070161.1
	2251
	-18.10
	CCTCTCCCTGCCTCCCTCTCTG
       ||||||  |||||: 
AGTCCTTGACGGAAAGAGAGGT
	1.34E-3

	rno_miR_185_5p
	AABR07070161.1
	58788
	-13.20
	CAACTTACTACCT-GTTCTCCA
      ||| |||  :||||||
AGTCCTTGACGGAAAGAGAGGT
	3.3E-3

	rno_miR_185_5p
	AABR07070161.1
	82482
	-13.00
	ACGTACGCTGCAGCTGAGCTCTTCA
       ||||  ||   ||||:||
AGTCCTTGACG--GA-AAGAGAGGT
	3.89E-3

	rno_miR_15b_3p
	AABR07070161.1
	35561
	-15.20
	CTCAGCAGCA--CAGTGGTTTT
   |||||||   |:||:||: 
ATCTCGTCGTTTATTACTAAGC
	3.99E-3

	rno_miR_185_5p
	AABR07070161.1
	1605
	-15.40
	ACTCCCACTGCTT-CCTCTCTG
      |||||:|  |||||: 
AGTCCTTGACGGAAAGAGAGGT
	4.62E-3

	rno_miR_185_5p
	AABR07070161.1
	79323
	-16.50
	TCATTCTCTGAGCCTCTCTCTCTC
|||    ||  |||| ||||||: 
AGTCCTTGA--CGGAAAGAGAGGT
	5.47E-3

	rno_miR_185_5p
	AABR07070161.1
	79342
	-13.60
	CTCTCCCTTGCCCTCAGCTCTTCA
       :||||     ||||:||
AGTCCTTGACGG--AAAGAGAGGT
	5.47E-3

	rno_miR_185_5p
	AABR07070161.1
	79363
	-12.10
	TCAGCAGC-ACTCATCTTTCTT
|||| |:|  |:  |||:||: 
AGTCCTTGACGGAAAGAGAGGT
	5.47E-3

	rno_miR_185_5p
	AABR07070161.1
	52718
	-16.80
	CCAGGTTGGCCCAGCCACTCCCTCCA
 ||||   :|   |||  || |||||
AGTCC--TTG--ACGGAAAGAGAGGT
	6.33E-3

	rno_miR_15b_3p
	AABR07070161.1
	683
	-12.20
	TGGGGTGGGG-TGGGTGGTCTG
|:|:|  | :   ::||:| :|
ATCTCGTCGTTTATTACTAAGC
	7E-3

	rno_miR_185_5p
	AABR07070161.1
	93438
	-14.30
	TGACTGCCTGCAGGGCTCTTTCCA
       ||||     |||:||||
AGTCCTTGACG--GAAAGAGAGGT
	7E-3

	rno_miR_15b_3p
	AABR07070161.1
	14875
	-12.30
	AGTGGTATCAAATTGAGTGATTTG
   :|:| |||||  |:|||||:|
ATCTCGTCGTTTA--TTACTAAGC
	7.51E-3

	rno_miR_185_5p
	AABR07030366.1
	72824
	-16.00
	TCATTTCTCTGTCTCTCTTTCTT
|||     |||:|| |||:||: 
AGT-CCTTGACGGAAAGAGAGGT
	5E-6

	rno_miR_185_5p
	AABR07030366.1
	47434
	-16.20
	TTAACCACTGAGCC-ATCTCTCCA
      |||  |||  ||||||||
AGTCCTTGA--CGGAAAGAGAGGT
	1E-5

	rno_miR_185_5p
	AABR07030366.1
	27411
	-15.00
	GCTGGAATTTCCCTTCTCTCCT
     ||:| || |||||||| 
AGTCCTTGACGGAAAGAGAGGT
	3.2E-4

	rno_miR_185_5p
	AABR07030366.1
	23160
	-16.30
	ACAGCTGCTCGCTCTCTCTCTCCC
      :|| || || ||||||| 
AGTCCTTGA-CG-GAAAGAGAGGT
	3.32E-4

	rno_miR_185_5p
	AABR07030366.1
	17361
	-17.70
	CCTCTCTGGGCCTTTCTTTTCT
         ||||||||:|:| 
AGTCCTTGACGGAAAGAGAGGT
	1.2E-3

	rno_miR_185_5p
	AABR07030366.1
	26008
	-17.30
	TGGGTGGACT-CCTTTCCCTTCC
| :| |:||| |||||| ||:| 
AGTC-CTTGACGGAAAGAGAGGT
	1.27E-3

	rno_miR_185_5p
	AABR07030366.1
	26018
	-14.00
	CCTTTCCCTTCCTTTCCCTCCT
       || |||||| |||| 
AGTCCTTGACGGAAAGAGAGGT
	1.27E-3

	rno_miR_185_5p
	AABR07030366.1
	16078
	-12.50
	TCAGCAGTTGT-GGGCTCTGCA
|||| |  ||:    |||| ||
AGTCCTTGACGGAAAGAGAGGT
	2E-3

	rno_miR_185_5p
	AABR07030366.1
	67046
	-16.80
	TCCCTCCCTTCCTTTCTCTTCC
       || |||||||||:| 
AGTCCTTGACGGAAAGAGAGGT
	2.75E-3

	rno_miR_185_5p
	AABR07030366.1
	63123
	-16.20
	TTGACCACTGAGCC-ATCTCTCCA
      |||  |||  ||||||||
AGTCCTTGA--CGGAAAGAGAGGT
	2.86E-3

	rno_miR_185_5p
	AABR07030366.1
	20560
	-18.20
	GAACTGACTGTACCTCCCTCTCCA
     :||||  |||  |||||||
AGTCCTTGAC--GGAAAGAGAGGT
	3.09E-3

	rno_miR_185_5p
	AABR07030366.1
	23658
	-14.60
	TGGCGAGTCT-CCTCCCTCTCCC
    ||: || |||  |||||| 
AGTCCTT-GACGGAAAGAGAGGT
	3.36E-3

	rno_miR_191a_3p
	AABR07030366.1
	51290
	-16.10
	AGGAGC-AATAAGCAGTGTAGC
 |||:| ||     ||||:|||
CCCTTGCTTTAGGTTCACGTCG
	3.48E-3

	rno_miR_185_5p
	AABR07030366.1
	42888
	-17.30
	CCAG--CCTGCT-CTCTCTCTA
 |||   ||||:  ||||||:|
AGTCCTTGACGGAAAGAGAGGT
	3.51E-3

	rno_miR_185_5p
	AABR07030366.1
	33492
	-13.80
	TCTTTTCTCTTCCTCTCTCTCTT
||      || ||| ||||||: 
AG-TCCTTGACGGAAAGAGAGGT
	3.83E-3

	rno_miR_185_5p
	AABR07030366.1
	66441
	-12.90
	ATAATGACT--CTTTCTCTTTA
     :|||  ||||||||::|
AGTCCTTGACGGAAAGAGAGGT
	4.37E-3

	rno_miR_185_5p
	AABR07030366.1
	59003
	-14.10
	CCAGGA--TCCCT-CCTCACCA
 |||||    |||  ||| |||
AGTCCTTGACGGAAAGAGAGGT
	4.45E-3

	rno_miR_185_5p
	AABR07030366.1
	74961
	-18.30
	TCTGTCTCTGTCTCTCTCTCTG
||     |||:|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	5.85E-3

	rno_miR_185_5p
	AABR07030366.1
	13229
	-17.30
	TGAGGAACTGGATTTTTTTTTT
| ||||||||  |||:|:|:: 
AGTCCTTGACGGAAAGAGAGGT
	5.91E-3

	rno_miR_185_5p
	AABR07030366.1
	63931
	-16.60
	CTGGGTACTGCT-GATTCCCCA
  :|| |||||:   :|| |||
AGTCCTTGACGGAAAGAGAGGT
	6.15E-3

	rno_miR_185_5p
	AABR07057997.1
	60739
	-12.90
	ATGTACACTCTCTCTCTCTCTC
      ||| :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	1.4E-5

	rno_miR_185_5p
	AABR07057997.1
	64674
	-13.40
	TCAATAACTTCCAGCGGCTCTCTG
|||  |||| ||     |||||: 
AGTCCTTGACGG--AAAGAGAGGT
	7.3E-5

	rno_miR_185_5p
	AABR07057997.1
	39832
	-12.40
	CTCCCCCCTCCCTCTCTCTTCC
       || ||| |||||:| 
AGTCCTTGACGGAAAGAGAGGT
	1.75E-3

	rno_miR_185_5p
	AABR07057997.1
	20197
	-12.20
	CATCTATCTGTCTTTCTTTCTA
          :||||||:||:|
AGTCCTTGACGGAAAGAGAGGT
	2.34E-3

	rno_miR_185_5p
	AABR07057997.1
	60710
	-12.30
	GCAAACATTGCCAGGTTACTCCT
      |:||||   |: |||| 
AGTCCTTGACGG-AAAGAGAGGT
	4.1E-3

	rno_miR_185_5p
	AABR07057997.1
	54235
	-13.40
	TCAG-AATGGT--ACTTCTCCA
|||| ||: |:    :||||||
AGTCCTTGACGGAAAGAGAGGT
	5.02E-3

	rno_miR_185_5p
	AABR07057997.1
	55715
	-14.60
	TATTGGGC-CCCTTATCTCTCTT
    |::|  |||| ||||||: 
AGTCCTTGACGGAA-AGAGAGGT
	5.69E-3

	rno_miR_191a_3p
	AABR07057997.1
	23103
	-15.80
	AGGAGGGAGAAGAGAGAGCAGA
 |||: ||:|   :|| |||| 
CCCTTGCTTTAGGTTCACGTCG
	7.07E-3

	rno_miR_185_5p
	AABR07057997.1
	19379
	-13.50
	CTATCCCCTGCCTCTTGTTCCC
       |||||| |: :||| 
AGTCCTTGACGGAAAGAGAGGT
	9.89E-3

	rno_miR_185_5p
	AABR07055801.1
	7426
	-14.90
	TGTGTGTTTGTCTTTCTCTGTG
       :||:|||||||| : 
AGTCCTTGACGGAAAGAGAGGT
	0E0

	rno_miR_185_5p
	AABR07045217.1
	45473
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07045217.1
	45503
	-13.70
	TCTCTCTCTCTCTCTCTCTCCT
||     || :|| ||||||| 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07045217.1
	8
	-17.50
	TCTCTCTCTGTCTCTCTCTCTC
       |||:|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	1.37E-4

	rno_miR_185_5p
	AABR07045217.1
	25447
	-15.80
	TCCCTCCCTGCCTGCCTCCCTCCC
       ||||||   || |||| 
AGTCCTTGACGGA--AAGAGAGGT
	1.64E-3

	rno_miR_185_5p
	AABR07045217.1
	25643
	-17.80
	TCCCTGCCTGCCTGCCTTTCCC
       ||||||  ||:||| 
AGTCCTTGACGGAAAGAGAGGT
	1.83E-3

	rno_miR_185_5p
	AABR07045217.1
	25647
	-20.60
	TGCCTGCCTGCCTTTCCCTCCC
       ||||||||| |||| 
AGTCCTTGACGGAAAGAGAGGT
	1.83E-3

	rno_miR_185_5p
	AABR07045217.1
	31870
	-12.80
	TCCTTTTCT-CCTTCCCTCTCCC
||     || ||||  |||||| 
AGTCCTTGACGGAA-AGAGAGGT
	3.73E-3

	rno_miR_185_5p
	AABR07045217.1
	19417
	-13.30
	TTAATCATTGAGTCATCTCTCCA
      |:||     ||||||||
AGTCCTTGAC-GGAAAGAGAGGT
	6.15E-3

	rno_miR_185_5p
	AABR07045217.1
	25339
	-18.70
	TCCCTGCCTGCCTGCCTCTCTG
       ||||||  |||||: 
AGTCCTTGACGGAAAGAGAGGT
	7.21E-3

	rno_miR_185_5p
	AABR07045217.1
	8975
	-19.50
	ACAGCTGGAGTGCCATTCTTTCTG
 |||  |:| |||| ||||:||: 
AGTC--CTTGACGGAAAGAGAGGT
	8.25E-3

	rno_miR_185_5p
	AABR07015015.1
	51209
	-12.50
	CCAAGTTCTGC-ATAATCTTCA
 || |  ||||     |||:||
AGTCCTTGACGGAAAGAGAGGT
	0E0

	rno_miR_185_5p
	AABR07015015.1
	18260
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07015015.1
	18268
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07015015.1
	18272
	-13.70
	TCTCTCTCTCTCTCTCTCTCCT
||     || :|| ||||||| 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07015015.1
	35941
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07015015.1
	35947
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07015015.1
	35953
	-12.00
	TCTCTCTCTCTCTCTCTCTCTG
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07015015.1
	36007
	-13.20
	GAAGGTGTTTCCTAGATTCTCCG
  |||  :| |||   :|||||:
AGTCCTTGACGGA-AAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07015015.1
	13007
	-14.10
	CGTCTGTCTGTCTATCTGTCCA
        ||:|| ||| ||||
AGTCCTTGACGGAAAGAGAGGT
	1.5E-4

	rno_miR_185_5p
	AABR07015015.1
	19325
	-14.00
	TCCTTTCCTTCCTTTCCCTCCT
       || |||||| |||| 
AGTCCTTGACGGAAAGAGAGGT
	4.04E-4

	rno_miR_185_5p
	AABR07015015.1
	19344
	-13.70
	CCTTTCCCT-CCTTTCCCTCCT
       || |||||| |||| 
AGTCCTTGACGGAAAGAGAGGT
	4.04E-4

	rno_miR_185_5p
	AABR07015015.1
	19353
	-13.70
	CCTTTCCCT-CCTTTCCCTCCT
       || |||||| |||| 
AGTCCTTGACGGAAAGAGAGGT
	4.04E-4

	rno_miR_185_5p
	AABR07015015.1
	46341
	-15.80
	TCA-CAACTGCACCTCCTCTTCA
|||  ||||||     ||||:||
AGTCCTTGACG-GAAAGAGAGGT
	1.2E-3

	rno_miR_185_5p
	AABR07015015.1
	264
	-15.80
	GAGCAAACTTCCTCCCTCTCCC
     |||| |||  |||||| 
AGTCCTTGACGGAAAGAGAGGT
	2.47E-3

	rno_miR_191a_3p
	AABR07015015.1
	6723
	-16.40
	TGGAAGAGAGAATCTCAGGAGCAGA
 ||||  ||:| || ||:| |||| 
CCCTT-GCTTT-AG-GTTCACGTCG
	5.41E-3

	rno_miR_15b_3p
	AABR07015015.1
	5334
	-13.70
	GAGAGTAGGCGAGGTCTGAGTTG
 ||||:|| |:|:   ||| |:|
ATCTCGTC-GTTTATTACTAAGC
	6.08E-3

	rno_miR_191a_3p
	AABR07015015.1
	5319
	-12.50
	GGGCTACAGAAGGGAGAGAGTAGG
|||  || |||:   :|| |:|| 
CCC-TTG-CTTTAGGTTCACGTCG
	6.08E-3

	rno_miR_185_5p
	AABR07015015.1
	35582
	-18.90
	AACTGAACTGCC--AATTTCCA
    ||||||||    |:||||
AGTCCTTGACGGAAAGAGAGGT
	7.07E-3

	rno_miR_191a_3p
	AABR07015015.1
	31547
	-15.40
	GGCTCATGA-TTCCA-GAGCAGC
||   |:||  |||| | |||||
CC-CTTGCTTTAGGTTCACGTCG
	8.52E-3

	rno_miR_185_5p
	AABR07015015.1
	22401
	-17.30
	CTGCAAACTTCCTTTCTGTCCT
     |||| ||||||| ||| 
AGTCCTTGACGGAAAGAGAGGT
	9.27E-3

	rno_miR_185_5p
	AABR07008118.1
	12455
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	12461
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	12469
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	12471
	-13.70
	TCTCTCTCTCTCTCTCTCTCCC
||     || :|| ||||||| 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	12487
	-13.20
	TCTCCCTCTCCCTCTCTCTTCT
||     || ||| |||||:| 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	12501
	-14.90
	TC-TCTTCTTCCTTTCTTTCTT
||     || |||||||:||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	19127
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	19135
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	19137
	-13.70
	TCTCTCTCTCTCTCTCTCTCCT
||     || :|| ||||||| 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	28942
	-15.00
	TGTGACTCTCTCTCTCTCTCTC
       || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	28940
	-14.30
	TATGTGACTCTCTCTCTCTCTC
   |  ||| :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	28956
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	28960
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	42692
	-15.50
	TACGTTACT-CCTCTCTCTCTC
   |  ||| ||| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	42713
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	42719
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	42721
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	47402
	-14.90
	TCAATTGAAATTCCTCTCTCTCTC
|||   |||   ||| ||||||: 
AGT--CCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	47428
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	47432
	-13.70
	TCTCTCTCTCTCTCTCTCTCCC
||     || :|| ||||||| 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	47619
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	47627
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	47633
	-12.00
	TCTCTCTCTCTCTCTCTCTCTT
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	66403
	-14.50
	TCA--AACTCTCTCTCTCTCTC
|||  |||| :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	66417
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	66423
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	66431
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	66433
	-12.00
	TCTCTCTCTCTCTCTCTCTCTT
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	66441
	-15.50
	TCTCTCTCTCTCTTTCTCTCTC
||     || :|||||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	128484
	-18.80
	CCATGAATCAGCCTCTCTCTCTC
 || |||:  |||| ||||||: 
AGTCCTTG-ACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	128505
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	128511
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	128519
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	128525
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	128533
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07008118.1
	47795
	-16.20
	TTAACCACTGAGCC-ATCTCTCCA
      |||  |||  ||||||||
AGTCCTTGA--CGGAAAGAGAGGT
	8E-6

	rno_miR_185_5p
	AABR07008118.1
	95524
	-16.20
	TTAACCACTGAGCC-ATCTCTCCA
      |||  |||  ||||||||
AGTCCTTGA--CGGAAAGAGAGGT
	1.7E-5

	rno_miR_185_5p
	AABR07008118.1
	42745
	-15.30
	TCTCTCTCTCTCTCTCTCTCCA
||     || :|| ||||||||
AGTCCTTGACGGAAAGAGAGGT
	3.9E-5

	rno_miR_185_5p
	AABR07008118.1
	23214
	-17.50
	TGTCTGTCTGTCTCTCTCTCTC
       |||:|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	5.3E-5

	rno_miR_185_5p
	AABR07008118.1
	134504
	-12.10
	TTGGG-TGTGTGTGTCTCTGTC
|  ||   ||: | ||||| : 
AGTCCTTGACGGAAAGAGAGGT
	5.5E-5

	rno_miR_185_5p
	AABR07008118.1
	23269
	-13.00
	CCTCTCCCT-CCTTCTCTCTCTT
       || |||| ||||||: 
AGTCCTTGACGGAA-AGAGAGGT
	1.21E-4

	rno_miR_185_5p
	AABR07008118.1
	132883
	-12.80
	ATCCTCACTGCAACTCTTTTCC
      |||||   |||:|:| 
AGTCCTTGACGGAAAGAGAGGT
	6.24E-4

	rno_miR_185_5p
	AABR07008118.1
	111519
	-12.10
	CACAATGCTTGCCCACCTCCCCA
      :|| |||   ||| |||
AGTCCTTGA-CGGAAAGAGAGGT
	8.9E-4

	rno_miR_191a_3p
	AABR07008118.1
	111614
	-15.40
	ACTAGCCTGTTCTCGGGTGTAGC
   |:|    || |::|||:|||
CCCTTGCTTTAG-GTTCACGTCG
	8.9E-4

	rno_miR_185_5p
	AABR07008118.1
	9380
	-14.50
	GTCCCGCCTCCCTCCCTCTCTCCA
       || |||   ||||||||
AGTCCTTGACGGA--AAGAGAGGT
	1.84E-3

	rno_miR_185_5p
	AABR07008118.1
	132118
	-12.60
	ACCTTGAGTGTGTGCCTTTCCA
     :| ||: |  ||:||||
AGTCCTTGACGGAAAGAGAGGT
	2.05E-3

	rno_miR_185_5p
	AABR07008118.1
	102671
	-15.60
	TTAACCACTGAGACATCTCTCCA
      ||||     ||||||||
AGTCCTTGAC-GGAAAGAGAGGT
	2.27E-3

	rno_miR_185_5p
	AABR07008118.1
	98806
	-12.10
	TGTGGATTTGGTCT-CCTCCCCA
   |||    |:||  ||| |||
AGTCCT-TGACGGAAAGAGAGGT
	2.68E-3

	rno_miR_185_5p
	AABR07008118.1
	68291
	-13.00
	CTTCTTCCT-TCTTTCTTTCCT
       || :||||||:||| 
AGTCCTTGACGGAAAGAGAGGT
	2.99E-3

	rno_miR_185_5p
	AABR07008118.1
	125523
	-13.50
	CTTTCCCCT-CCTCCTCTCTCCC
       || |||  ||||||| 
AGTCCTTGACGGA-AAGAGAGGT
	2.99E-3

	rno_miR_185_5p
	AABR07008118.1
	138090
	-21.50
	GAAGGCAACTGCCCAGCTTTCTA
  ||| |||||||   ||:||:|
AGTCC-TTGACGGAAAGAGAGGT
	3.42E-3

	rno_miR_185_5p
	AABR07008118.1
	108904
	-17.70
	AGAGTGGATTGTGTAGTTCTCCA
  || |:|:||: |  :||||||
AGTC-CTTGACGGAAAGAGAGGT
	4.1E-3

	rno_miR_185_5p
	AABR07008118.1
	108916
	-12.40
	GTAG-TTCT-CC-ATCTCTCCT
 :||   || ||  ||||||| 
AGTCCTTGACGGAAAGAGAGGT
	4.1E-3

	rno_miR_185_5p
	AABR07008118.1
	24811
	-16.30
	AACAGAGCAGCCAGTTTTCTTCA
    ||:| |||  ||:|||:||
AGTCCTTGACGG-AAAGAGAGGT
	4.75E-3

	rno_miR_185_5p
	AABR07008118.1
	7111
	-15.70
	TGAGTTACTTTCTTTCTCTTCC
   |  ||| :||||||||:| 
AGTCCTTGACGGAAAGAGAGGT
	5.69E-3

	rno_miR_185_5p
	AABR07008118.1
	7146
	-14.90
	TTTGAGACAAGGTCTCTCTCTCTC
   |  ||   |:|| ||||||: 
AGTCCTTG--ACGGAAAGAGAGGT
	5.69E-3

	rno_miR_185_5p
	AABR07008118.1
	118242
	-16.30
	TTTAAAGCTGTCTTCTTTTTCCT
     |:|||:||| |:|:||| 
AGTCCTTGACGGAA-AGAGAGGT
	6.66E-3

	rno_miR_185_5p
	AABR07008118.1
	30702
	-15.30
	TCACCAACCCCCTTACTCTCTT
|||  |||  |||| |||||: 
AGTCCTTGACGGAAAGAGAGGT
	6.72E-3

	rno_miR_185_5p
	AABR07008118.1
	150992
	-15.80
	ACAG-AGCT-CCAACTCTCTCTC
 ||| |:|| ||   ||||||: 
AGTCCTTGACGG-AAAGAGAGGT
	6.86E-3

	rno_miR_185_5p
	AABR07008118.1
	90631
	-12.10
	TTAACCACTGAGCC-ATCTGTCCA
      |||  |||  ||| ||||
AGTCCTTGA--CGGAAAGAGAGGT
	8.52E-3

	rno_miR_185_5p
	AABR07066870.1
	10122
	-13.70
	TCTCTCCCTCCCTCTCTCTCTC
||     || ||| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	10148
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	10154
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	10156
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	34020
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	34028
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	34034
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	34042
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	34044
	-13.70
	TCTCTCTCTCTCTCTCTCTCCT
||     || :|| ||||||| 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	34054
	-14.10
	TCTCTCTCT-CCTGTCTCTCTT
||     || ||| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	34057
	-14.90
	CTCTCTCCTGTCTCTCTTTCTC
       |||:|| |||:||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	34099
	-18.00
	TCTTGCTCTGTCTTTCTCTGTC
||  |  |||:|||||||| : 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	34396
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	34404
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	34410
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	34418
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	34420
	-13.70
	TCTCTCTCTCTCTCTCTCTCCT
||     || :|| ||||||| 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	34430
	-14.10
	TCTCTCTCT-CCTGTCTCTCTT
||     || ||| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	34433
	-14.90
	CTCTCTCCTGTCTCTCTTTCTC
       |||:|| |||:||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	34475
	-18.00
	TCTTGCTCTGTCTTTCTCTGTC
||  |  |||:|||||||| : 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	59590
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	59596
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	59600
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	68620
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	68628
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	68686
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	68694
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	82518
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	82522
	-12.00
	TCTCTCTCTCTCTCTCTCTCTG
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	83633
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	83641
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07066870.1
	25434
	-13.70
	TCTCTCTCTCTCTCTCTCTCCC
||     || :|| ||||||| 
AGTCCTTGACGGAAAGAGAGGT
	8E-6

	rno_miR_185_5p
	AABR07066870.1
	25475
	-14.70
	CCCCCCTCTCTCTTTCTCTCTC
       || :|||||||||: 
AGTCCTTGACGGAAAGAGAGGT
	8E-6

	rno_miR_185_5p
	AABR07066870.1
	25644
	-13.70
	TCTCTCTCTCTCTCTCTCTCCC
||     || :|| ||||||| 
AGTCCTTGACGGAAAGAGAGGT
	8E-6

	rno_miR_185_5p
	AABR07066870.1
	25685
	-14.70
	CCCCCCTCTCTCTTTCTCTCTC
       || :|||||||||: 
AGTCCTTGACGGAAAGAGAGGT
	8E-6

	rno_miR_185_5p
	AABR07066870.1
	53819
	-17.50
	TGTCTGTCTGTCTCTCTCTCTC
       |||:|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	1.4E-5

	rno_miR_185_5p
	AABR07066870.1
	19447
	-13.60
	TCTCTGTATGTCTCTGTCTCTCTG
        ||:||   ||||||: 
AGTCCTTGACGGA--AAGAGAGGT
	2.2E-5

	rno_miR_185_5p
	AABR07066870.1
	19467
	-14.20
	TCTGTCTCTGTCTATCTCTGTC
||     |||:|| ||||| : 
AGTCCTTGACGGAAAGAGAGGT
	2.2E-5

	rno_miR_185_5p
	AABR07066870.1
	19477
	-18.30
	TCTATCTCTGTCTCTCTCTCTC
||     |||:|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	2.2E-5

	rno_miR_185_5p
	AABR07066870.1
	53337
	-14.10
	CCTTCCTCTTCCTCCTTCTCTCCT
       || |||  |||||||| 
AGTCCTTGACGGA--AAGAGAGGT
	6.6E-5

	rno_miR_185_5p
	AABR07066870.1
	55837
	-15.80
	TCAAGAGCTTCAGAAATCTCTTCA
||| ||:|| |     |||||:||
AGTCCTTGACG--GAAAGAGAGGT
	8.37E-4

	rno_miR_185_5p
	AABR07066870.1
	55858
	-14.60
	TCAG-TTCT-CTCTTCTCTTCT
||||   || |  ||||||:| 
AGTCCTTGACGGAAAGAGAGGT
	8.37E-4

	rno_miR_185_5p
	AABR07066870.1
	42969
	-12.30
	TCTCCTCTCTTTCTTTCTTTCTT
||      || :||||||:||: 
AG-TCCTTGACGGAAAGAGAGGT
	1.21E-3

	rno_miR_185_5p
	AABR07066870.1
	42982
	-14.50
	TTTCTTTCTTCCTTTCTTTCTT
       || |||||||:||: 
AGTCCTTGACGGAAAGAGAGGT
	1.21E-3

	rno_miR_185_5p
	AABR07066870.1
	43006
	-14.50
	CTTCTTTCTTCCTTTCTTTCTT
       || |||||||:||: 
AGTCCTTGACGGAAAGAGAGGT
	1.21E-3

	rno_miR_185_5p
	AABR07066870.1
	43018
	-14.70
	TTTCTTTCTTTCTTTCTCTCTT
       || :|||||||||: 
AGTCCTTGACGGAAAGAGAGGT
	1.21E-3

	rno_miR_185_5p
	AABR07066870.1
	43038
	-14.70
	TTTCCTTCTTTCTTTCTCTCTC
       || :|||||||||: 
AGTCCTTGACGGAAAGAGAGGT
	1.21E-3

	rno_miR_191a_3p
	AABR07066870.1
	84250
	-12.60
	AGGCATGA-TGGCAGGAGCAGG
 || |:||    ||:| |||| 
CCCTTGCTTTAGGTTCACGTCG
	1.26E-3

	rno_miR_185_5p
	AABR07066870.1
	22500
	-13.70
	ATATGAGCCGC-TTTCTTTTCT
    ||:| || |||||:|:| 
AGTCCTTGACGGAAAGAGAGGT
	2E-3

	rno_miR_185_5p
	AABR07066870.1
	22518
	-14.90
	TCTTCTTTCTTTCTTTCTCTCTC
||      || :|||||||||: 
AG-TCCTTGACGGAAAGAGAGGT
	2E-3

	rno_miR_185_5p
	AABR07066870.1
	32131
	-16.40
	TTAACCACTGATCCATCTCTCCA
      |||| :|  ||||||||
AGTCCTTGAC-GGAAAGAGAGGT
	3.6E-3

	rno_miR_185_5p
	AABR07066870.1
	14879
	-19.50
	TCCTCTTTTGCTCTTCTCTCCA
       :|||  |||||||||
AGTCCTTGACGGAAAGAGAGGT
	3.96E-3

	rno_miR_191a_3p
	AABR07066870.1
	46075
	-15.20
	AGGAAGGGGA-GGGAGTGGAGG
 |||| |  |   :|||| || 
CCCTTGCTTTAGGTTCACGTCG
	4.03E-3

	rno_miR_185_5p
	AABR07066870.1
	75293
	-14.90
	ACAG-CCAAGCCTT--TCTCCA
 |||     |||||  ||||||
AGTCCTTGACGGAAAGAGAGGT
	4.03E-3

	rno_miR_185_5p
	AABR07066870.1
	27423
	-16.90
	TTAGCCACTGAGCC-GTCTCTCCA
      |||  |||  ||||||||
AGTCCTTGA--CGGAAAGAGAGGT
	4.25E-3

	rno_miR_191a_3p
	AABR07066870.1
	73717
	-16.20
	GGTGTATG-TATGTGAGTGCGGT
|| | |:|  || ::|||||:|:
CC-CTTGCTTTAGGTTCACGTCG
	4.41E-3

	rno_miR_191a_3p
	AABR07066870.1
	45971
	-13.00
	AGGAAAGGAGA--GGAGTGGAGG
 ||||  ||:|   :|||| || 
CCCTT-GCTTTAGGTTCACGTCG
	4.45E-3

	rno_miR_185_5p
	AABR07066870.1
	66807
	-15.00
	ATAATGTCTGCCTCCCTCTGTA
       ||||||  |||| :|
AGTCCTTGACGGAAAGAGAGGT
	6.08E-3

	rno_miR_191a_3p
	AABR07066870.1
	22747
	-12.92
	GGGAAACTGGCCCCATGGTTTGGC
|||||       ||| :|| ::||
CCCTT-GCTTTAGGT-TCACGTCG
	6.66E-3

	rno_miR_185_5p
	AABR07066870.1
	48724
	-13.80
	CTTGGAACTTGCAGAAATCCCTCTG
   |||||| ||     || |||: 
AGTCCTTGA-CG--GAAAGAGAGGT
	6.86E-3

	rno_miR_185_5p
	AABR07066870.1
	42778
	-13.80
	AAAGGAGAAGC-AACCACTCCA
  ||||:  ||    | |||||
AGTCCTTGACGGAAAGAGAGGT
	9.27E-3

	rno_miR_185_5p
	AABR07033925.1
	106430
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07033925.1
	106438
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07033925.1
	106444
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07033925.1
	106446
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07033925.1
	129328
	-13.30
	TCCCTCCCT-CCTCTCTCTCTC
       || ||| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07033925.1
	129347
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07033925.1
	129353
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07033925.1
	129359
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07033925.1
	106535
	-15.60
	TTAATCACTGAACCATCTCTCCA
      ||||     ||||||||
AGTCCTTGAC-GGAAAGAGAGGT
	6.7E-5

	rno_miR_185_5p
	AABR07033925.1
	3398
	-14.90
	ACAGTTTCATGCTTTTTTCCCCC
 |||     |||:|||:|| || 
AGTC-CTTGACGGAAAGAGAGGT
	2.7E-4

	rno_miR_185_5p
	AABR07033925.1
	24072
	-14.20
	TCATGTCAACTGC--AGTTCTTCA
||| |  ||||||    :|||:||
AGT-C-CTTGACGGAAAGAGAGGT
	1.32E-3

	rno_miR_185_5p
	AABR07033925.1
	70479
	-12.90
	TTGAATACTCTCTCTCTCTCTC
      ||| :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	1.34E-3

	rno_miR_191a_3p
	AABR07033925.1
	118911
	-14.40
	CTGAAAAAAAGCCA-GTGCAGG
  |||  ||| ||| |||||| 
CCCTTGCTTTAGGTTCACGTCG
	1.84E-3

	rno_miR_185_5p
	AABR07033925.1
	27609
	-12.70
	AAAACAACTACCTCTTCTCACCC
     |||| ||| ||||| || 
AGTCCTTGACGGA-AAGAGAGGT
	3.63E-3

	rno_miR_185_5p
	AABR07033925.1
	39022
	-15.70
	TCACCACTTCTGCCT-CCTCTTCT
|||      ||||||  ||||:| 
AGT--CCTTGACGGAAAGAGAGGT
	4.88E-3

	rno_miR_185_5p
	AABR07033925.1
	118585
	-13.20
	GTTGTTGCATCCTTCTCTTTCCA
      :|  |||| |||:||||
AGTCCTTGACGGAA-AGAGAGGT
	6.33E-3

	rno_miR_185_5p
	AABR07033925.1
	95763
	-13.50
	AATGGA--TACCTTTTTCTTTT
   |||    |||||:|||:: 
AGTCCTTGACGGAAAGAGAGGT
	7.59E-3

	rno_miR_185_5p
	AABR07033925.1
	87570
	-12.50
	GCAG--ACTG--GATCTCTCTT
 |||  ||||    ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	9.08E-3

	rno_miR_185_5p
	AABR07033925.1
	22612
	-13.90
	TAAGAAACTTGTTTCTTTCTCCT
  || |||| |::| |:||||| 
AGTCCTTGA-CGGAAAGAGAGGT
	9.57E-3

	rno_miR_185_5p
	AABR07013410.1
	40510
	-16.20
	TTAACCACTGAGCC-ATCTCTCCA
      |||  |||  ||||||||
AGTCCTTGA--CGGAAAGAGAGGT
	3E-6

	rno_miR_185_5p
	AABR07013410.1
	10184
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07013410.1
	10192
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07013410.1
	10196
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07013410.1
	30119
	-13.20
	CAGGGAACCACAATAACTTTCCC
  :|||||  |     ||:||| 
AGTCCTTGACG-GAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07013410.1
	94747
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07013410.1
	94755
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07013410.1
	94761
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07013410.1
	94765
	-12.00
	TCTCTCTCTCTCTCTCTCTCTG
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07013410.1
	101996
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07013410.1
	102004
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07013410.1
	102010
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07013410.1
	102018
	-13.70
	TCTCTCTCTCTCTCTCTCTCCT
||     || :|| ||||||| 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07013410.1
	133773
	-16.20
	CTAACCACTGAGCC-ATCTCTCCA
      |||  |||  ||||||||
AGTCCTTGA--CGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07013410.1
	137925
	-12.00
	TCTCTCTCTCTCTCTCTCTCTC
||     || :|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	7E-6

	rno_miR_185_5p
	AABR07013410.1
	25046
	-16.20
	GTAACCACTGAGCC-ATCTCTCCA
      |||  |||  ||||||||
AGTCCTTGA--CGGAAAGAGAGGT
	1.2E-5

	rno_miR_185_5p
	AABR07013410.1
	7921
	-18.30
	TCTCTGTCTGTCTGTCTCTCTC
||     |||:|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	4.6E-5

	rno_miR_185_5p
	AABR07013410.1
	7925
	-17.50
	TGTCTGTCTGTCTCTCTCTCTC
       |||:|| ||||||: 
AGTCCTTGACGGAAAGAGAGGT
	4.6E-5

	rno_miR_185_5p
	AABR07013410.1
	44982
	-14.70
	TCTTCTCTCTCTCTCTCTCTCCA
||      || :|| ||||||||
AG-TCCTTGACGGAAAGAGAGGT
	6.1E-5

	rno_miR_185_5p
	AABR07013410.1
	147415
	-16.20
	TTAACCACTGAGCC-ATCTCTCCA
      |||  |||  ||||||||
AGTCCTTGA--CGGAAAGAGAGGT
	7.1E-5

	rno_miR_185_5p
	AABR07013410.1
	41277
	-16.50
	TTAACCGCTGAGCC-ATCTCTCCA
      :||  |||  ||||||||
AGTCCTTGA--CGGAAAGAGAGGT
	8.8E-5

	rno_miR_185_5p
	AABR07013410.1
	45025
	-14.50
	TCTCTCCCTGTCCCCCTCTCCC
||     |||:|   |||||| 
AGTCCTTGACGGAAAGAGAGGT
	1.02E-4

	rno_miR_185_5p
	AABR07013410.1
	134520
	-12.20
	TTACTAACTGAGCC-ATCTCACCA
     ||||  |||  |||| |||
AGTCCTTGA--CGGAAAGAGAGGT
	1.58E-4

	rno_miR_185_5p
	AABR07013410.1
	119935
	-12.90
	CTTTTTCCTCTCTCTCTCTCCT
       || :|| ||||||| 
AGTCCTTGACGGAAAGAGAGGT
	3.66E-4

	rno_miR_185_5p
	AABR07013410.1
	5060
	-18.60
	TAATCAACTGAGCTATCTCTCCA
     |||||  || ||||||||
AGTCCTTGAC-GGAAAGAGAGGT
	7.07E-4

	rno_miR_185_5p
	AABR07013410.1
	19532
	-16.20
	TTAACCACTGAGCC-ATCTCTCCA
      |||  |||  ||||||||
AGTCCTTGA--CGGAAAGAGAGGT
	1.18E-3

	rno_miR_185_5p
	AABR07013410.1
	67560
	-14.70
	TTAACCACTGAGCC-ACCTCTCCA
      |||  |||   |||||||
AGTCCTTGA--CGGAAAGAGAGGT
	1.27E-3

	rno_miR_185_5p
	AABR07013410.1
	41172
	-13.20
	AAACACACTGTCACTGTCTTCA
      ||||:|  | |||:||
AGTCCTTGACGGAAAGAGAGGT
	1.45E-3

	rno_miR_185_5p
	AABR07013410.1
	38763
	-13.40
	TCGCACACTTTCCTCCCTCTCCC
||:   |||  |||  |||||| 
AGTCCTTGA-CGGAAAGAGAGGT
	2.59E-3

	rno_miR_185_5p
	AABR07013410.1
	44623
	-12.10
	ACAG--TCAGCCT-CCTCTTCC
 |||   | ||||  ||||:| 
AGTCCTTGACGGAAAGAGAGGT
	2.68E-3

	rno_miR_185_5p
	AABR07013410.1
	89406
	-14.90
	GGAAGAACCCCCCTCTTTCTCCT
    ||||   ||| |:||||| 
AGTCCTTG-ACGGAAAGAGAGGT
	2.75E-3

	rno_miR_185_5p
	AABR07013410.1
	149301
	-12.60
	TAGGGTCACTTCCACAGCTCTTCC
  :||  ||| ||    ||||:| 
AGTCC-TTGACGG-AAAGAGAGGT
	3.28E-3

	rno_miR_185_5p
	AABR07013410.1
	110242
	-19.00
	ATGGGAG--ACTTTTCTCTCTC
  :|||:   |:||||||||: 
AGTCCTTGACGGAAAGAGAGGT
	3.45E-3

	rno_miR_185_5p
	AABR07013410.1
	122927
	-12.00
	TC-TCTGCAGCCCTAGCTTTCCC
||    :| |||    ||:||| 
AGTCCTTGACGG-AAAGAGAGGT
	4.45E-3

	rno_miR_185_5p
	AABR07013410.1
	122961
	-14.50
	TTCCTTTCTTCCTTTCTTTCTT
       || |||||||:||: 
AGTCCTTGACGGAAAGAGAGGT
	4.45E-3

	rno_miR_191a_3p
	AABR07013410.1
	122919
	-12.60
	CTGAGC--CATCT--CTGCAGC
  ||:|   |||:   ||||||
CCCTTGCTTTAGGTTCACGTCG
	4.45E-3

	rno_miR_185_5p
	AABR07013410.1
	38646
	-14.50
	CGTTAGATAGCCTTGTTGTCTCCG
     :|: |||||    |||||:
AGTCCTTGACGGAA--AGAGAGGT
	5.02E-3

	rno_miR_185_5p
	AABR07013410.1
	136954
	-21.30
	CCATTGCCTGCCCTTCTCTCCC
       ||||| |||||||| 
AGTCCTTGACGGAAAGAGAGGT
	5.74E-3

	rno_miR_185_5p
	AABR07013410.1
	67054
	-14.90
	AAAGAAACTCTCT-GCTCTCCA
  || |||| :||  |||||||
AGTCCTTGACGGAAAGAGAGGT
	6.08E-3

	rno_miR_191a_3p
	AABR07013410.1
	94004
	-15.40
	AGGGTCAGAGTCCA-GAGCAGC
       :|:|||| | |||||
CCCTTGCTTTAGGTTCACGTCG
	6.15E-3

	rno_miR_191a_3p
	AABR07013410.1
	38885
	-12.00
	ATGAGCTCTCTCTTCTGTGCTGC
  ||:|    ||:   |||| ||
CCCTTGCTTTAGG-TTCACGTCG
	6.66E-3

	rno_miR_185_5p
	AABR07013410.1
	143047
	-16.00
	CCCTGTACTGCACTCCTTTTCTCCT
      ||||| ||  ||:||||| 
AGTCCTTGACG-GA--AAGAGAGGT
	7.07E-3

	rno_miR_185_5p
	AABR07013410.1
	80163
	-19.60
	TTTAATTCTGTCTT-CTCTCCA
       |||:||| |||||||
AGTCCTTGACGGAAAGAGAGGT
	7.75E-3

	rno_miR_191a_3p
	AABR07013410.1
	125723
	-19.60
	GGGGA-GAGGGCGGAGGGCAGT
|||:| ||:: | :|| ||||:
CCCTTGCTTTAGGTTCACGTCG
	8.34E-3

	rno_miR_191a_3p
	AABR07013410.1
	123688
	-12.60
	GGTAAC--AGTGGGAGTGGAGC
|| |||  |:|  :|||| |||
CCCTTGCTTTAGGTTCACGTCG
	8.7E-3

	rno_miR_185_5p
	AABR07013410.1
	137039
	-17.40
	TTCCACGAGGCTCTTTCTCTCCC
         || |||||||||| 
AGTCCTTGACG-GAAAGAGAGGT
	8.79E-3

	rno_miR_185_5p
	AABR07013410.1
	7716
	-13.40
	TCTTCTACT-TCTACTTCTCTCCC
||    ||| :||  |||||||| 
AGTCCTTGACGGA--AAGAGAGGT
	8.89E-3

	rno_miR_185_5p
	AABR07013410.1
	7727
	-15.30
	TACTTCTCTCCCTGTCTCTCCC
       || ||| ||||||| 
AGTCCTTGACGGAAAGAGAGGT
	8.89E-3

	rno_miR_191a_3p
	AABR07013410.1
	72027
	-14.00
	AAAGGAATAGTCAGAGTGCAGA
        |:|| :||||||| 
CCCTTGCTTTAGGTTCACGTCG
	9.27E-3



