	miR Name
	LncRNA name
	leftmost position of
predicted target site
	folding energy
(in -Kcal/mol)
	heteroduplex
	p value

	rno_miR_423_5p
	AABR07070161.1
	28762
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07070161.1
	28770
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07070161.1
	28776
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07070161.1
	28778
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07070161.1
	75872
	-14.40
	TTCCTTCTCCCTTCCT-TCCTTCT
     |||| ||  || :||:|| 
TTTTCAGAGCGAGAGACGGGGAGT
	3.6E-5

	rno_miR_423_5p
	AABR07070161.1
	75880
	-12.50
	CCCTTCCTTCCT-TCTTCCCTTCC
      ||: || ||| |||:|| 
TTTTCAGAGCGAGAGACGGGGAGT
	3.6E-5

	rno_miR_423_5p
	AABR07070161.1
	75897
	-16.30
	CCTTCCTTCGCTTCCTTCCTCCCTTG
      :|||||  ||   :||||: 
TTTTCAGAGCGAGAGA--CGGGGAGT
	3.6E-5

	rno_miR_423_5p
	AABR07070161.1
	75913
	-17.10
	TCCTCCCTTGCGC-CCCCCCCTCC
      ||:|| | |  |||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	3.6E-5

	rno_miR_423_5p
	AABR07070161.1
	75934
	-14.90
	CCCTCCCTC-C-CTCCCTCCCTCC
      ||| | |||  :||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	3.6E-5

	rno_miR_423_5p
	AABR07070161.1
	16464
	-20.00
	GACCCACCTGC-CTCTGCCTCCCA
        :|| |||||||:| ||
TTTTCAGAGCGAGAGACGGGGAGT
	8.7E-5

	rno_miR_423_5p
	AABR07070161.1
	101
	-21.20
	CAGAATCTCTCTCTCTTCTCTTCT
 |:| |||| |||||| |:|:|| 
TTTTCAGAGCGAGAGACGGGGAGT
	2.94E-4

	rno_miR_423_5p
	AABR07070161.1
	112
	-17.80
	TCTCTTCTC-TTCTCTTCTCTTCT
     |||| :||||| |:|:|| 
TTTTCAGAGCGAGAGACGGGGAGT
	2.94E-4

	rno_miR_423_5p
	AABR07070161.1
	75780
	-12.70
	TCCACCCTTCTTCCCT-CCCTTCC
      ||: :|| || |||:|| 
TTTTCAGAGCGAGAGACGGGGAGT
	5.48E-4

	rno_miR_423_5p
	AABR07070161.1
	75788
	-12.50
	TCTTCCCTCCCTTCCT-TCCTTCC
      ||| ||  || :||:|| 
TTTTCAGAGCGAGAGACGGGGAGT
	5.48E-4

	rno_miR_423_5p
	AABR07070161.1
	75804
	-16.50
	TCCTTCCTCCCTCCCT-CCCTTCC
      ||| ||| || |||:|| 
TTTTCAGAGCGAGAGACGGGGAGT
	5.48E-4

	rno_miR_423_5p
	AABR07070161.1
	75812
	-12.50
	CCCTCCCTCCCTTCCT-TCCTTCC
      ||| ||  || :||:|| 
TTTTCAGAGCGAGAGACGGGGAGT
	5.48E-4

	rno_miR_423_5p
	AABR07070161.1
	75835
	-17.20
	TTCCTTC-CGCTCCCTTCCTTTCC
     || ||||| || ||::|| 
TTTTCAGAGCGAGAGACGGGGAGT
	5.48E-4

	rno_miR_423_5p
	AABR07070161.1
	2233
	-19.70
	TTCTCCCTCTCTCCCT-CCCCTCT
      ||| ||| || |||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	1.34E-3

	rno_miR_423_5p
	AABR07070161.1
	2256
	-21.10
	CCCTGCCTCCCTCTCTGTTCTTTC
      ||| |||||||::|:|: 
TTTTCAGAGCGAGAGACGGGGAGT
	1.34E-3

	rno_miR_128_3p
	AABR07070161.1
	23428
	-14.40
	AGAGAGAGCTGTGATGGCCGTGG
|:||||| |:| | | :| |||:
TTTCTCT-GGC-CAAGTGACACT
	1.47E-3

	rno_miR_423_5p
	AABR07070161.1
	75970
	-15.40
	TCCTCCCTCCCTTCCT-CCCTTCC
      ||| ||  || |||:|| 
TTTTCAGAGCGAGAGACGGGGAGT
	1.85E-3

	rno_miR_423_5p
	AABR07070161.1
	75978
	-12.50
	CCCTTCCTCCCTTCCT-TCCTTCT
      ||| ||  || :||:|| 
TTTTCAGAGCGAGAGACGGGGAGT
	1.85E-3

	rno_miR_423_5p
	AABR07070161.1
	72145
	-16.20
	TTCCCACTC-CTCCCT-CCTCTCC
      ||| ||| || ||:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	1.88E-3

	rno_miR_423_5p
	AABR07070161.1
	73502
	-19.00
	TGAGGTCTC-C-AGCCGCCCTGCA
 :|:||||| |   | ||||: ||
TTTTCAGAGCGAGAGACGGGGAGT
	1.9E-3

	rno_miR_423_5p
	AABR07070161.1
	71998
	-15.80
	GCAGCTGCTGCCACCACTGCCCCACA
        :||   | ||||||| ||
TTTTCAGAGCG--AGAGACGGGGAGT
	2.49E-3

	rno_miR_423_5p
	AABR07070161.1
	71249
	-13.70
	CAAAGTTTCAAGTCAGACTCCTTCA
 |||||:||   ||    :||:|||
TTTTCAGAG-CGAGAGACGGGGAGT
	2.66E-3

	rno_miR_423_5p
	AABR07070161.1
	91817
	-16.60
	CTTTCCCTCCCTC-CTTCCCTTCC
      ||| ||| || |||:|| 
TTTTCAGAGCGAGAGACGGGGAGT
	2.84E-3

	rno_miR_423_5p
	AABR07070161.1
	91821
	-16.00
	CCCTCCCTCCTTCCCTTCCTCTCA
      ||| :|| || ||:||||
TTTTCAGAGCGAGAGACGGGGAGT
	2.84E-3

	rno_miR_423_5p
	AABR07070161.1
	9922
	-12.90
	TCCAGT--AGACC-CTGTCTCTTT
   |||   |  | |||:|:||: 
TTTTCAGAGCGAGAGACGGGGAGT
	3.01E-3

	rno_miR_423_5p
	AABR07070161.1
	9931
	-13.20
	CCCTGTCTCTTTTTATGTTTTTTA
    ||||| :|:| ||::::|:|
TTTTCAGAGCGAGAGACGGGGAGT
	3.01E-3

	rno_miR_423_5p
	AABR07070161.1
	70795
	-14.60
	CCTTACCTC-CTCCATTT-CTCCTCA
      ||| |||  |:| |:|||||
TTTTCAGAGCGAG--AGACGGGGAGT
	3.39E-3

	rno_miR_423_5p
	AABR07070161.1
	3515
	-13.10
	CCCAGCTTCCAGACTTTGAACCTCTCA
   ||  ||    ||:||  ||:||||
TTTTCAGAG-CGAGAGAC--GGGGAGT
	3.45E-3

	rno_miR_423_5p
	AABR07070161.1
	82517
	-16.50
	CCAACCCAGCCTC-CTGCCACTCA
          ||| ||||| ||||
TTTTCAGAGCGAGAGACGGGGAGT
	3.89E-3

	rno_miR_423_5p
	AABR07070161.1
	3948
	-16.60
	CGGAGCCTGGTGGGAAAGCCTCTCC
 ::|| || |:      |||:||| 
TTTTCAGAGCG-AGAGACGGGGAGT
	3.92E-3

	rno_miR_423_5p
	AABR07070161.1
	87928
	-13.80
	CTGAG-CTAAATCCCCAGCCCCACA
  :|| ||   || |  ||||| ||
TTTTCAGAGCGAGAG-ACGGGGAGT
	4.06E-3

	rno_miR_423_5p
	AABR07070161.1
	29777
	-19.60
	CAGAG-AAC-CTC-CTGCCTCTCT
 |:||   | ||| |||||:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	4.14E-3

	rno_miR_423_5p
	AABR07070161.1
	5345
	-17.60
	CAGCTTCT-GC-CTGCTGCCTCCCA
     ||| || || |||||:| ||
TTTTCAGAGCGAGA-GACGGGGAGT
	5.21E-3

	rno_miR_423_5p
	AABR07070161.1
	83856
	-19.20
	TCTGCTCTCCAACTGCACTGCCCTTCT
     ||||   || | ||||||:|| 
TTTTCAGAG--CGA-GAGACGGGGAGT
	5.41E-3

	rno_miR_423_5p
	AABR07070161.1
	79318
	-18.50
	ACATGTCATTCTCTGAGCCTCTCT
    |||   ||||  |||:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	5.47E-3

	rno_miR_423_5p
	AABR07070161.1
	79342
	-20.90
	CTCTCCCTTGCCCTCAGCTCTTCA
      ||:|| ||| ||:|:|||
TTTTCAGAGCGAGAGACGGGGAGT
	5.47E-3

	rno_miR_423_5p
	AABR07070161.1
	21019
	-14.50
	TCCTGTACCCCTCTCCCATCCCTTCT
    ||  | |||||    |||:|| 
TTTTCAGAGCGAGAG--ACGGGGAGT
	6.72E-3

	rno_miR_150_5p
	AABR07070161.1
	677
	-17.10
	CAGGGGTGGGGTGGGGTGGGTGG
    |||: :: ||| |||| |:
GTGACCATGTT-CCCAACCCTCT
	7E-3

	[bookmark: _Hlk179231886]rno_miR_423_5p
	AABR07030366.1
	74998
	-25.60
	GTCTGTCTCTCTCTCTCTCTCTCA
    ||||| |||||| :|:||||
TTTTCAGAGCGAGAGACGGGGAGT
	0E0

	rno_miR_423_5p
	AABR07030366.1
	72796
	-18.70
	GTCAACCTTGGGTTTTGTTCCTCA
      ||:|  :|:||::|||||
TTTTCAGAGCGAGAGACGGGGAGT
	5E-6

	rno_miR_423_5p
	AABR07030366.1
	72819
	-25.60
	AAAAGTC-ATTTCTCTGTCTCTCT
|||||||   :||||||:|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	5E-6

	rno_miR_423_5p
	AABR07030366.1
	72895
	-13.70
	ATGTGCACCGT-ATGTGTGCCTCA
        ||:  | ||: |||||
TTTTCAGAGCGAGAGACGGGGAGT
	5E-6

	rno_miR_423_5p
	AABR07030366.1
	33465
	-23.00
	CTGGGTCTCCCTC-CTCCTCCTCC
  ::||||| ||| || |:|||| 
TTTTCAGAGCGAGAGACGGGGAGT
	6.1E-5

	rno_miR_423_5p
	AABR07030366.1
	11090
	-21.30
	CCCCCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-5

	rno_miR_150_5p
	AABR07030366.1
	460
	-14.40
	AGGAGGAAGAGAAGGAGGAAGGGGAGG
    ||   | |||| |    |||||:
GTGACC--ATGTTCC-C--AACCCTCT
	1.28E-4

	rno_miR_423_5p
	AABR07030366.1
	44033
	-18.20
	TTTTTCCTC-CTTTTCCCCCCTCC
      ||| ||:|:  |||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	2.82E-4

	rno_miR_423_5p
	AABR07030366.1
	44046
	-16.10
	TCCCCCCTCCCTC-CT-TCCCTCC
      ||| ||| || :||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	2.82E-4

	rno_miR_423_5p
	AABR07030366.1
	27438
	-14.30
	CCCCGCCTC-CGGTCT-CCCCGCA
      ||| |  ||| |||| ||
TTTTCAGAGCGAGAGACGGGGAGT
	3.2E-4

	rno_miR_423_5p
	AABR07030366.1
	23173
	-20.10
	CTCTCTCTC-C-C-CTGCCCTTCT
     |||| | | ||||||:|| 
TTTTCAGAGCGAGAGACGGGGAGT
	3.32E-4

	rno_miR_423_5p
	AABR07030366.1
	35171
	-13.10
	TAAACTCTTCACCTTCT-TCCCTCC
 ||| ||| | | :||| :||||| 
TTTTCAGA-GCGAGAGACGGGGAGT
	6.21E-4

	rno_miR_423_5p
	AABR07030366.1
	8500
	-14.80
	TTCCTTCTC-TTCTTCCTTCCTCC
     |||| :|||:  ::|||| 
TTTTCAGAGCGAGAGACGGGGAGT
	6.94E-4

	rno_miR_423_5p
	AABR07030366.1
	69836
	-18.50
	CAAGGCCTCTGGAAGCTGCCTGTCA
 ||:| |||      |||||: |||
TTTTCAGAG-CGAGAGACGGGGAGT
	6.94E-4

	rno_miR_423_5p
	AABR07030366.1
	42939
	-14.30
	ATCTGATGATCTCTCT-CTCTTCT
          |||||| |:|:|| 
TTTTCAGAGCGAGAGACGGGGAGT
	7.71E-4

	rno_miR_423_5p
	AABR07030366.1
	42988
	-17.60
	CCTACCCTCAGCTTCTCTCTCTCTCT
      ||| ||| |||| :|:||| 
TTTTCAGAG-CGA-GAGACGGGGAGT
	1.24E-3

	rno_miR_423_5p
	AABR07030366.1
	26010
	-13.70
	GGTGGACTC-CTTTCCCTTCCTTT
   :| ||| ||:||  ::|||: 
TTTTCAGAGCGAGAGACGGGGAGT
	1.27E-3

	rno_miR_423_5p
	AABR07030366.1
	26015
	-15.30
	ACTCCTTTCCCTTCCTTTCCCTCC
     |:|| ||  || :||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	1.27E-3

	rno_miR_423_5p
	AABR07030366.1
	26025
	-16.60
	CTTCCTTTCCCTCCTC-CCCCCTCT
     |:|| ||| ||  |||||| 
TTTTCAGAGCGAG-AGACGGGGAGT
	1.27E-3

	rno_miR_423_5p
	AABR07030366.1
	49447
	-17.20
	AGCAGTTAAGAGCACTGCTCTTCC
   |||:  |  | ||||:|:|| 
TTTTCAGAGCGAGAGACGGGGAGT
	1.36E-3

	rno_miR_128_3p
	AABR07030366.1
	66629
	-12.20
	CTAAATACCTGG--GACTGTGG
      ||| ||   ||||||:
TTTCTCTGG-CCAAGTGACACT
	2.51E-3

	rno_miR_423_5p
	AABR07030366.1
	67034
	-12.70
	TCCATCCTACCCTCCCT-CCCTTCC
      || | ||| || |||:|| 
TTTTCAGA-GCGAGAGACGGGGAGT
	2.75E-3

	rno_miR_423_5p
	AABR07030366.1
	67039
	-14.00
	CCTACCCTCCCTCCCTTCCTTTCT
      ||| ||| || ||::|| 
TTTTCAGAGCGAGAGACGGGGAGT
	2.75E-3

	rno_miR_423_5p
	AABR07030366.1
	45497
	-14.30
	CCAGGCCCTGTTCCCAAGACCCTCA
  |:| | :|:|| |    ||||||
TTTTCAGAGCGAGAG-ACGGGGAGT
	2.91E-3

	rno_miR_423_5p
	AABR07030366.1
	23676
	-14.50
	TCCCAGCTCCAACTC--CCCCTCC
      |||   |||  |||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	3.36E-3

	rno_miR_423_5p
	AABR07030366.1
	33485
	-19.20
	TCCTCTCTCTTTTCTCTTCCTCTCT
     ||||  :||||| ||:||| 
TTTTCAGAG-CGAGAGACGGGGAGT
	3.83E-3

	rno_miR_423_5p
	AABR07030366.1
	33498
	-16.90
	CTCTTCCTCTCTCTCTTTCTTTCT
      ||| |||||| :|::|| 
TTTTCAGAGCGAGAGACGGGGAGT
	3.83E-3

	rno_miR_423_5p
	AABR07030366.1
	33506
	-17.30
	CTCTCTCTTTCTTTCTTCTCCTTC
     |||: ||:||| |:|||: 
TTTTCAGAGCGAGAGACGGGGAGT
	3.83E-3

	rno_miR_423_5p
	AABR07030366.1
	33517
	-17.50
	TTTCTTCTC-CTTCCTCTTCCTCTCC
     |||| ||  |||| ||:||| 
TTTTCAGAGCGA--GAGACGGGGAGT
	3.83E-3

	rno_miR_423_5p
	AABR07030366.1
	66436
	-13.50
	GAAAGATAATGACTCTTT-CTCTTTA
:|||| |  :| ||||:| |:|:|:|
TTTTC-AGAGC-GAGAGACGGGGAGT
	4.37E-3

	rno_miR_423_5p
	AABR07030366.1
	20627
	-21.40
	TAAAG-C-CTCTC-CTGCTCCTCC
 |||| | | ||| ||||:|||| 
TTTTCAGAGCGAGAGACGGGGAGT
	4.45E-3

	rno_miR_423_5p
	AABR07030366.1
	43975
	-19.60
	GCCACCCTTCCTC-CTGCCTCTTC
      ||: ||| |||||:||: 
TTTTCAGAGCGAGAGACGGGGAGT
	4.84E-3

	rno_miR_423_5p
	AABR07030366.1
	32185
	-17.90
	CCCTCCCTAGCTCTCAAAATCCTCA
      || ||||||    :|||||
TTTTCAGAGCGAGAG-ACGGGGAGT
	5.69E-3

	rno_miR_423_5p
	AABR07030366.1
	15971
	-12.20
	AAGAG-CAAGC-C-CAGCCCATCC
||:|| |  || | | |||| || 
TTTTCAGAGCGAGAGACGGGGAGT
	6.93E-3

	rno_miR_423_5p
	AABR07030366.1
	57236
	-12.60
	AAAAGAAATCACACTGGGAGCCCTTTG
|||||   || | ||    ||||:|: 
TTTTC-AGAGCGAGA--GACGGGGAGT
	7.36E-3

	rno_miR_423_5p
	AABR07030366.1
	17890
	-17.70
	ACACCTCTC-CTC--ACCCCCTCC
     |||| |||    |||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7.51E-3

	rno_miR_423_5p
	AABR07030366.1
	18224
	-16.80
	ATCCATCT-GC-CTCTACTTCTCA
     ||| || |||| |::||||
TTTTCAGAGCGAGAGACGGGGAGT
	9.17E-3

	rno_miR_423_5p
	AABR07030366.1
	32806
	-12.10
	TAGAGCAACTCCAATTCTTGTCCTCTTT
 |:||   |||   :|||:  ||:||: 
TTTTC--AGAG--CGAGAGACGGGGAGT
	9.89E-3

	rno_miR_423_5p
	AABR07057997.1
	67662
	-21.90
	AAAATGGACCCTC-CTGCCCCTCT
          ||| ||||||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	1.11E-3

	rno_miR_423_5p
	AABR07057997.1
	67695
	-15.90
	TTTTCTCTC-TTCTCT-CTCTTTT
     |||| :||||| |:|:|: 
TTTTCAGAGCGAGAGACGGGGAGT
	1.11E-3

	rno_miR_423_5p
	AABR07057997.1
	59730
	-17.90
	AGGGGTCTC--AAGCCGCCTTTCT
|:::|||||     | |||::|| 
TTTTCAGAGCGAGAGACGGGGAGT
	1.37E-3

	rno_miR_423_5p
	AABR07057997.1
	41715
	-16.60
	TTTGCATAGACTCTTGAAGTCCCTCC
          ||||:   |:||||| 
TTTTCAGAGCGAGAG--ACGGGGAGT
	1.56E-3

	rno_miR_423_5p
	AABR07057997.1
	43843
	-20.10
	GCCAGCCCAGCTC-CTGCCTGTCT
   || |  |||| |||||: || 
TTTTCAGAGCGAGAGACGGGGAGT
	1.7E-3

	rno_miR_423_5p
	AABR07057997.1
	39833
	-22.10
	TCCCCCCTCCCTCTCTCTTCCCCTCC
      |||   |||||| |||||| 
TTTTCAGAG--CGAGAGACGGGGAGT
	1.75E-3

	rno_miR_423_5p
	AABR07057997.1
	21113
	-13.30
	ATCAGTCATC-CTT--GGCTTGTCT
   |||| || ||:   ||:: || 
TTTTCAG-AGCGAGAGACGGGGAGT
	1.91E-3

	rno_miR_423_5p
	AABR07057997.1
	10130
	-12.00
	AAACTTCCC-CTCCCT-CCCTTTG
     || | ||| || |||:|: 
TTTTCAGAGCGAGAGACGGGGAGT
	3.99E-3

	rno_miR_423_5p
	AABR07057997.1
	7832
	-15.30
	AACTCCTTCAGCTCCTTCAGTCCTTCC
      :|| ||||  || |:||:|| 
TTTTCAGAG-CGAG--AGACGGGGAGT
	5.17E-3

	rno_miR_423_5p
	AABR07057997.1
	22219
	-21.30
	GGAAGGATATC-C-CTTTGCCCTTCC
::|||    || | ||:|||||:|| 
TTTTC--AGAGCGAGAGACGGGGAGT
	5.74E-3

	rno_miR_423_5p
	AABR07057997.1
	37187
	-22.30
	CAAGGTGAGAGCTCTCAGCTCTTCC
 ||:||    |||||| ||:|:|| 
TTTTCA-GAGCGAGAGACGGGGAGT
	6.4E-3

	rno_miR_423_5p
	AABR07057997.1
	22574
	-12.60
	TGGGG-CTGATGCT-GAGGCCTCCCA
 :::| ||  :|||    |||:| ||
TTTTCAGA--GCGAGAGACGGGGAGT
	8.08E-3

	rno_miR_423_5p
	AABR07057997.1
	58409
	-20.60
	ATCCCCCTTGCTCCCGTATCCCTCA
      ||:|||| |   :||||||
TTTTCAGAGCGAGAG-ACGGGGAGT
	8.79E-3

	rno_miR_423_5p
	AABR07057997.1
	19379
	-18.40
	CTATCCCCTGCCTCTTGTTCCCCTCA
        :|| |||:   |||||||
TTTTCAGAGCG-AGAG-ACGGGGAGT
	9.89E-3

	rno_miR_423_5p
	AABR07071619.1
	18620
	-17.60
	GAGGGCCAAGCTC-CT-TTCCTCA
:|::| |  |||| || ::|||||
TTTTCAGAGCGAGAGACGGGGAGT
	0E0

	rno_miR_423_5p
	AABR07071619.1
	79252
	-12.90
	CAGAGTCAACTTCTAACCTCCACA
 |:||||   :|||   |:|| ||
TTTTCAGAGCGAGAGACGGGGAGT
	0E0

	rno_miR_423_5p
	AABR07071619.1
	109918
	-21.90
	ATGATTCTCCTGTCTCTGCTCCACA
     ||||   |||||||:|| ||
TTTTCAGAG-CGAGAGACGGGGAGT
	0E0

	rno_miR_423_5p
	AABR07071619.1
	111709
	-15.20
	GCCTGTTTTCCATTCTGTCTGTCT
    ||:|: | :||||:|: || 
TTTTCAGAGCGAGAGACGGGGAGT
	0E0

	rno_miR_423_5p
	AABR07071619.1
	13074
	-16.00
	CTTTTTCTTTCTTTCT-TCCTTCC
     |||: ||:||| :||:|| 
TTTTCAGAGCGAGAGACGGGGAGT
	1E-6

	rno_miR_423_5p
	AABR07071619.1
	13082
	-15.90
	TTCTTTCTTCCTTCCTTCCCTTCC
     |||: ||  || |||:|| 
TTTTCAGAGCGAGAGACGGGGAGT
	1E-6

	rno_miR_423_5p
	AABR07071619.1
	13099
	-14.10
	CCCTTCCTC-CTC-CTCTTCCTCC
      ||| ||| || ::|||| 
TTTTCAGAGCGAGAGACGGGGAGT
	1E-6

	rno_miR_423_5p
	AABR07071619.1
	13107
	-16.50
	CCTCCTCTTCCTC-CTCCTCCTCC
     |||: ||| || |:|||| 
TTTTCAGAGCGAGAGACGGGGAGT
	1E-6

	rno_miR_423_5p
	AABR07071619.1
	13120
	-16.30
	CTCCTCCTC-CTC-CTCCTCCTCC
      ||| ||| || |:|||| 
TTTTCAGAGCGAGAGACGGGGAGT
	1E-6

	rno_miR_423_5p
	AABR07071619.1
	13141
	-13.10
	CTTCTTCTTCTTCTTT-CTTCTTA
     |||: :|||:| |::||:|
TTTTCAGAGCGAGAGACGGGGAGT
	1E-6

	rno_miR_423_5p
	AABR07071619.1
	13154
	-12.10
	TTTCTTCTTACT-TCTTCTCTTCC
     |||  || ||| |:|:|| 
TTTTCAGAGCGAGAGACGGGGAGT
	1E-6

	rno_miR_423_5p
	AABR07071619.1
	73978
	-22.70
	GAGAGTCAGAGTCTCTCTCTCTCTCT
:|:||||   | |||||| :|:||| 
TTTTCAG-AGC-GAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07071619.1
	73984
	-27.50
	CAGAGTCTCTCTCTCTCTCTCTCT
 |:|||||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07071619.1
	74000
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07071619.1
	74008
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07071619.1
	95296
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07071619.1
	95304
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07071619.1
	112729
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07071619.1
	112735
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCC
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07071619.1
	112739
	-24.30
	CTCTCTCTCTCTCTCTCTCCCTCC
     |||| |||||| :||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07071619.1
	112747
	-17.50
	CTCTCTCTCTCCCTCCCTCCCTCC
     |||| | |||  :||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07071619.1
	112757
	-16.50
	CCCTCCCTCCCTCCCT-CCCTTCT
      ||| ||| || |||:|| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07071619.1
	74090
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	8E-6

	rno_miR_423_5p
	AABR07071619.1
	74092
	-22.90
	CTCTCTCTCTCTCTCTCTCTCTCA
     |||| |||||| :|:||||
TTTTCAGAGCGAGAGACGGGGAGT
	8E-6

	rno_miR_423_5p
	AABR07071619.1
	57191
	-20.70
	TGCATATGCGCTCTCTCTCTCTCT
        |||||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	1E-5

	rno_miR_423_5p
	AABR07071619.1
	57203
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	1E-5

	rno_miR_423_5p
	AABR07071619.1
	57207
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	1E-5

	rno_miR_423_5p
	AABR07071619.1
	46024
	-21.30
	CTTTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	3.4E-5

	rno_miR_423_5p
	AABR07071619.1
	46064
	-14.90
	CCCTCCCTC-C-CTCCCTCCCTCC
      ||| | |||  :||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	3.5E-5

	rno_miR_423_5p
	AABR07071619.1
	46072
	-14.90
	CCCTCCCTC-C-CTCCCTCCCTCC
      ||| | |||  :||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	3.5E-5

	rno_miR_423_5p
	AABR07071619.1
	46076
	-14.90
	CCCTCCCTC-C-CTCCCTCCCTCC
      ||| | |||  :||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	3.5E-5

	rno_miR_423_5p
	AABR07071619.1
	118141
	-17.50
	CAAGGTCT-G-AAGTTGCTTCTCT
 ||:|||| |    :|||::||| 
TTTTCAGAGCGAGAGACGGGGAGT
	1.75E-4

	rno_miR_423_5p
	AABR07071619.1
	118155
	-12.90
	GCTTCTCTGGAGCCAT-CCCCTTC
     ||| |  |  | |||||: 
TTTTCAGAGCGAGAGACGGGGAGT
	1.75E-4

	rno_miR_150_5p
	AABR07071619.1
	9623
	-14.30
	TATATATGCAAG-AGAGGGAGA
      |:||||    ||||||
GTGACCATGTTCCCAACCCTCT
	3.72E-4

	rno_miR_150_5p
	AABR07071619.1
	102535
	-18.10
	GAGAGGGAGGAGGG-AGGGAGG
    || | :||||  |||||:
GTGACCATGTTCCCAACCCTCT
	5.09E-4

	rno_miR_150_5p
	AABR07071619.1
	102539
	-18.10
	GGGAGGAGGGAGGG-AGGGAGG
    || : :||||  |||||:
GTGACCATGTTCCCAACCCTCT
	5.09E-4

	rno_miR_423_5p
	AABR07071619.1
	42596
	-16.00
	AGAGACCCTGCCTCCCTCCCCCTCC
        :|| || || |||||| 
TTTTCAGAGCG-AGAGACGGGGAGT
	6.79E-4

	rno_miR_423_5p
	AABR07071619.1
	55953
	-15.70
	CCCACCCTCCCTTCCTTCCCTTCC
      ||| ||  || |||:|| 
TTTTCAGAGCGAGAGACGGGGAGT
	6.86E-4

	rno_miR_423_5p
	AABR07071619.1
	68058
	-16.30
	TTCCTCCTC-CTC-CTTCTCCTCC
      ||| ||| || |:|||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7.81E-4

	rno_miR_423_5p
	AABR07071619.1
	26511
	-17.00
	CACCCACCACCTCTCT-CCTCTCC
          |||||| ||:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	1.4E-3

	rno_miR_423_5p
	AABR07071619.1
	60882
	-26.50
	CTGTGTCTGCCGCTCTCTCCTCCTCC
    ||||  |||||||| |:|||| 
TTTTCAGA--GCGAGAGACGGGGAGT
	1.49E-3

	rno_miR_128_3p
	AABR07071619.1
	109147
	-16.20
	CCAGAGAC--AATCTCTGTGG
  ||||||    || |||||:
TTTCTCTGGCCAAGTGACACT
	1.54E-3

	rno_miR_423_5p
	AABR07071619.1
	27443
	-13.50
	TGATCCCTTCCTCCCT-CCCCACG
      ||: ||| || |||| |:
TTTTCAGAGCGAGAGACGGGGAGT
	1.63E-3

	rno_miR_423_5p
	AABR07071619.1
	13040
	-18.80
	TTCTTTCTCTCTCTCTTTCTTTCT
     |||| |||||| :|::|| 
TTTTCAGAGCGAGAGACGGGGAGT
	1.75E-3

	rno_miR_423_5p
	AABR07071619.1
	83021
	-20.70
	CCAGGCTTCCCTCTCT-CTCCTCT
  |:|  || |||||| |:|||| 
TTTTCAGAGCGAGAGACGGGGAGT
	2.43E-3

	rno_miR_423_5p
	AABR07071619.1
	83031
	-20.10
	CTCTCTCTC-CTCTCCTGTGTCTCT
     |||| ||||| ||: :||| 
TTTTCAGAGCGAGAG-ACGGGGAGT
	2.43E-3

	rno_miR_423_5p
	AABR07071619.1
	15001
	-24.20
	CCTAATCTTCCTCTCT-CCCCTCC
     |||: |||||| |||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	3.01E-3

	rno_miR_423_5p
	AABR07071619.1
	122602
	-12.00
	ACCCAACCTGTGAATTCTTCCCTTCC
        :|:   :||| |||:|| 
TTTTCAGAGCG--AGAGACGGGGAGT
	3.17E-3

	rno_miR_128_3p
	AABR07071619.1
	12605
	-13.70
	ACAAAGACAGG-AGACTGTGG
    |||| ||   ||||||:
TTTCTCTGGCCAAGTGACACT
	3.86E-3

	rno_miR_150_5p
	AABR07071619.1
	92593
	-16.40
	GGAAGAGAAGAGGGAATGGGAGG
         :||||  ||||||:
GTGACCATGTTCCC-AACCCTCT
	4.49E-3

	rno_miR_423_5p
	AABR07071619.1
	24028
	-17.20
	CTACCCTTCCTTCTCTTCTCCTCC
      :|| :||||| |:|||| 
TTTTCAGAGCGAGAGACGGGGAGT
	4.84E-3

	rno_miR_128_3p
	AABR07071619.1
	24088
	-14.70
	GAAGAACAGCCAGAGAGCTGTGA
:||||   :|| |   :||||||
TTTCT--CTGGCCAAGTGACACT
	4.84E-3

	rno_miR_423_5p
	AABR07071619.1
	127957
	-12.60
	TGGAGTC-AGC--ATTGCCATTTT
 ::||||  ||   :|||| :|: 
TTTTCAGAGCGAGAGACGGGGAGT
	4.84E-3

	rno_miR_150_5p
	AABR07071619.1
	70639
	-13.30
	GAGAGGAGAGAGAGAGGAGGGAGA
    ||   :|| | |  ||||||
GTGACCATGTTC-C-CAACCCTCT
	5.02E-3

	rno_miR_150_5p
	AABR07071619.1
	70659
	-16.60
	GAGAGGGAAGCAGGAGG-AGGGAGG
    ||   :||:| ||  |||||:
GTGACC--ATGTTC-CCAACCCTCT
	5.02E-3

	rno_miR_150_5p
	AABR07071619.1
	70667
	-18.70
	AGCAGG-AGGAGGG-AGGGAGG
 :| || | :||||  |||||:
GTGACCATGTTCCCAACCCTCT
	5.02E-3

	rno_miR_150_5p
	AABR07071619.1
	70677
	-20.10
	GGGAGGGAGGAGGGAAGGGAGG
    || | :||||  |||||:
GTGACCATGTTCCCAACCCTCT
	5.02E-3

	rno_miR_150_5p
	AABR07071619.1
	70684
	-16.10
	AGGAGG--GAAGGG-AGGGAGG
    ||   |||||  |||||:
GTGACCATGTTCCCAACCCTCT
	5.02E-3

	rno_miR_150_5p
	AABR07071619.1
	44116
	-17.02
	CATGAAGAGAAAGGG-AGGGAGA
||:       |||||  ||||||
GTG-ACCATGTTCCCAACCCTCT
	5.31E-3

	rno_miR_150_5p
	AABR07071619.1
	93968
	-14.20
	AATTGGGAAAAG--ATGGGGGA
 |:|||   |||   ||||:| 
GTGACCATGTTCCCAACCCTCT
	5.36E-3

	rno_miR_423_5p
	AABR07071619.1
	109586
	-24.70
	CTGAG-CCAGCTCTCCAGCCCCTTG
  :|| |  ||||||  ||||||: 
TTTTCAGAGCGAGAG-ACGGGGAGT
	5.74E-3

	rno_miR_423_5p
	AABR07071619.1
	44441
	-17.40
	ATCTGGCACCCTCTTCTGGCCTTCA
          |||| ||| ||:|||
TTTTCAGAGCGAGA-GACGGGGAGT
	6.08E-3

	rno_miR_150_5p
	AABR07071619.1
	67729
	-20.40
	GAAGGGGAGGGGAGGGGAGGGGAGG
    ||   : :||||   |||||:
GTGACC--ATGTTCCC-AACCCTCT
	6.15E-3

	rno_miR_423_5p
	AABR07071619.1
	22442
	-14.60
	CAATGTC-AGCTGCCTTCCTCTTT
    |||  |||  || ||:||: 
TTTTCAGAGCGAGAGACGGGGAGT
	6.52E-3

	rno_miR_423_5p
	AABR07071619.1
	27552
	-13.60
	ATCTTCCTTCCTCTCTTGGCTTCGCT
      ||: ||||||  ||::| | 
TTTTCAGAGCGAGAGA--CGGGGAGT
	6.59E-3

	rno_miR_150_5p
	AABR07071619.1
	124256
	-17.50
	GAGAGG-AGAGGGAGGAGGGAGA
    || | |:|| |  ||||||
GTGACCATGTTCC-CAACCCTCT
	7.36E-3

	rno_miR_150_5p
	AABR07071619.1
	57284
	-18.20
	ATCTGGAGGGAGGAAAGGGGAGA
   ||| : :|||    ||||||
GTGACCATGTTCC-CAACCCTCT
	7.67E-3

	rno_miR_150_5p
	AABR07071619.1
	103221
	-22.70
	GGCTGAGAGAGGGGT-GGGGGG
 :|||  | |:|||| |||:|:
GTGACCATGTTCCCAACCCTCT
	7.67E-3

	rno_miR_423_5p
	AABR07071619.1
	125367
	-14.77
	AGATGTTGAAGAGATAGCCCCTCC
|:| ||:         ||||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7.83E-3

	rno_miR_423_5p
	AABR07071619.1
	125379
	-14.50
	GATAG-CCC-CTCCCTGACTTCTCA
   || | | ||| ||| |::||||
TTTTCAGAGCGAGAGAC-GGGGAGT
	7.83E-3

	rno_miR_423_5p
	AABR07071619.1
	125392
	-18.90
	TGACTTCTCACTCACT-CTCCTCT
     |||| ||| || |:|||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7.83E-3

	rno_miR_423_5p
	AABR07071619.1
	123464
	-12.90
	ATCCATCTACC-C-CTGCCTCCCA
     |||  | | |||||:| ||
TTTTCAGAGCGAGAGACGGGGAGT
	8.25E-3

	rno_miR_423_5p
	AABR07071619.1
	110046
	-25.30
	CCAAG-CTCTCTC-CTGCCCCCCA
  ||| ||| ||| ||||||| ||
TTTTCAGAGCGAGAGACGGGGAGT
	8.52E-3

	rno_miR_423_5p
	AABR07071619.1
	16406
	-12.70
	AAAGTGTTTTACTCATCAGTCATTCA
|||: ||:|  ||| || |:| :|||
TTTT-CAGAGCGAG-AGACGGGGAGT
	9.37E-3

	rno_miR_423_5p
	AABR07071619.1
	89381
	-16.80
	CTGAGCCAC-CTCCCAGCCCCTTG
  :|| | | ||| | ||||||: 
TTTTCAGAGCGAGAGACGGGGAGT
	9.68E-3

	rno_miR_423_5p
	AC127140.5
	9379
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AC127140.5
	9383
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AC127140.5
	53305
	-27.10
	TGCGCGCGCGCTCTCTGTCTCTCT
      | |||||||||:|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AC127140.5
	53335
	-25.80
	CTGTCTCTCTGTCTCTCTGTCTCTCT
     |||| | |||||||:|:||| 
TTTTCAGAG-C-GAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AC127140.5
	53349
	-24.00
	CTCTGTCTCTCTCTCTCTCTCTCT
    ||||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AC127140.5
	53365
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AC127140.5
	53373
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AC127140.5
	71978
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AC127140.5
	71984
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AC127140.5
	71992
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AC127140.5
	76330
	-21.30
	ATCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AC127140.5
	76336
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AC127140.5
	76340
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AC127140.5
	76348
	-21.30
	CTCTCTCTCTCTCTCTTTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AC127140.5
	76360
	-23.40
	CTCTTTCTCTCTCTCT-CTCCTCT
     |||| |||||| |:|||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AC127140.5
	64302
	-13.80
	TGTACCCTTG-AAAGTGTCCCTTT
      ||:|     ||:||||: 
TTTTCAGAGCGAGAGACGGGGAGT
	4.04E-4

	rno_miR_423_5p
	AC127140.5
	15142
	-17.00
	GTTTGTGTGGC-C-CAGCCCCTTT
    || | || | | ||||||: 
TTTTCAGAGCGAGAGACGGGGAGT
	1.16E-3

	rno_miR_423_5p
	AC127140.5
	59744
	-17.90
	CCCCCACTCAGCTC-CTGCTGTTTC
      ||| |||| ||||: :|: 
TTTTCAGAG-CGAGAGACGGGGAGT
	1.74E-3

	rno_miR_423_5p
	AC127140.5
	27196
	-21.20
	CTAGG-CTTGTTCAAAATGCTCTTCA
  |:| ||:|:||    |||:|:|||
TTTTCAGAGCGAG--AGACGGGGAGT
	1.97E-3

	rno_miR_423_5p
	AC127140.5
	70906
	-12.90
	AAGAGT--GATTCTT-CCTCCTCC
||:|||    :|||:  |:|||| 
TTTTCAGAGCGAGAGACGGGGAGT
	3.48E-3

	rno_miR_423_5p
	AC127140.5
	66450
	-19.60
	TCCAGTCTC-CTCCTCT-TCTTTCA
   |||||| ||| ||| :|::|||
TTTTCAGAGCGAG-AGACGGGGAGT
	3.54E-3

	rno_miR_423_5p
	AC127140.5
	44017
	-12.70
	CTTCATCTTCCTTCCT-TCCTTCC
     |||: ||  || :||:|| 
TTTTCAGAGCGAGAGACGGGGAGT
	4.03E-3

	rno_miR_423_5p
	AC127140.5
	44065
	-12.50
	TCCTTCCTTCCTTTCTTCTTCCTTCC
      ||: ||:|||   :||:|| 
TTTTCAGAGCGAGAGA--CGGGGAGT
	4.03E-3

	rno_miR_423_5p
	AC127140.5
	44076
	-12.70
	TTTCTTCTTCCTTCCT-TCCTTCC
     |||: ||  || :||:|| 
TTTTCAGAGCGAGAGACGGGGAGT
	4.03E-3

	rno_miR_423_5p
	AC127140.5
	44088
	-14.50
	TCCTTCCTTCCTTTCTTCCTTTCT
      ||: ||:||| ||::|| 
TTTTCAGAGCGAGAGACGGGGAGT
	4.03E-3

	rno_miR_128_3p
	AC127140.5
	18767
	-14.00
	TGGGAGAC--ATTCCTTGTGC
 ::|||||   ||| :|||| 
TTTCTCTGGCCAAGTGACACT
	6.33E-3

	rno_miR_423_5p
	AABR07013410.1
	43838
	-12.80
	GTGTGTCTGTGTGTGTGTGTGTCTCT
    |||| :|:   | ||: :||| 
TTTTCAGA-GCG-AGAGACGGGGAGT
	0E0

	rno_miR_423_5p
	AABR07013410.1
	10183
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07013410.1
	10189
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07013410.1
	10195
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07013410.1
	30098
	-12.50
	ATTTGTC-AGTTTAATTCCCCCCA
    |||  |:|:  | |||| ||
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07013410.1
	94746
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07013410.1
	94752
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07013410.1
	94760
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07013410.1
	94762
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07013410.1
	101995
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07013410.1
	102001
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07013410.1
	102009
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07013410.1
	102015
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCC
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07013410.1
	102019
	-21.80
	CTCTCTCTCTCTCTCT-CTCCTTC
     |||| |||||| |:|||: 
TTTTCAGAGCGAGAGACGGGGAGT
	7E-6

	rno_miR_423_5p
	AABR07013410.1
	7914
	-23.00
	CTCTGTCTCTCTGTCTGTCTGTCT
    ||||| || ||||:|: || 
TTTTCAGAGCGAGAGACGGGGAGT
	4.6E-5

	rno_miR_423_5p
	AABR07013410.1
	7930
	-24.00
	GTCTGTCTCTCTCTCTCTCTCTCT
    ||||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	4.6E-5

	rno_miR_423_5p
	AABR07013410.1
	44980
	-21.30
	TATCTTCTCTCTCTCTCTCTCTCC
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	6.1E-5

	rno_miR_423_5p
	AABR07013410.1
	45002
	-17.20
	CCATCACTCCCTCCCTTCCCCCCTCT
      ||| ||| ||   |||||| 
TTTTCAGAGCGAGAGA--CGGGGAGT
	1.02E-4

	rno_miR_423_5p
	AABR07013410.1
	45022
	-18.30
	CCCTCTCTCCCTGTC--CCCCTCT
     |||| || ||  |||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	1.02E-4

	rno_miR_423_5p
	AABR07013410.1
	99878
	-19.70
	TTATTTCTCTCTCTCTCTCTCTTT
     |||| |||||| :|:||: 
TTTTCAGAGCGAGAGACGGGGAGT
	2.6E-4

	rno_miR_423_5p
	AABR07013410.1
	72806
	-23.80
	CCAAGTCCTC-CTCCTCTTCCCCTCC
  ||||| || ||| ||| |||||| 
TTTTCAG-AGCGAG-AGACGGGGAGT
	8.96E-4

	rno_miR_423_5p
	AABR07013410.1
	72909
	-19.70
	AATGGTCAGGCT-GCTGGCCTTCT
   :|||  |||  ||| ||:|| 
TTTTCAGAGCGAGAGACGGGGAGT
	8.96E-4

	rno_miR_128_3p
	AABR07013410.1
	9263
	-14.30
	AAAG-GAAAAAAAATCACTGTGA
|||| ||       |||||||||
TTTCTCT--GGCCAAGTGACACT
	1.01E-3

	rno_miR_423_5p
	AABR07013410.1
	101960
	-17.40
	TCCTCCCTC-C-CTCT-CCCCTTT
      ||| | |||| |||||: 
TTTTCAGAGCGAGAGACGGGGAGT
	1.58E-3

	rno_miR_150_5p
	AABR07013410.1
	110106
	-24.10
	TACAGAGTCAGAGGGTTGGGGGA
:|| | ||  :|||||||||:||
GTGAC-CATGTTCCCAACCCTCT
	1.72E-3

	rno_miR_423_5p
	AABR07013410.1
	22185
	-15.60
	AGTGGTTTCATTTTCCTCCTTTCC
   :||:|| :|:||  ||::|| 
TTTTCAGAGCGAGAGACGGGGAGT
	1.94E-3

	rno_miR_423_5p
	AABR07013410.1
	118
	-13.50
	GGGTGTTCCCCTC-CCATCCCTCC
    ||  | ||| |  :||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	2.49E-3

	rno_miR_423_5p
	AABR07013410.1
	44605
	-19.00
	TTTGGTCTC-C-CTC-CCCCCACA
   :||||| | |||  |||| ||
TTTTCAGAGCGAGAGACGGGGAGT
	2.68E-3

	rno_miR_423_5p
	AABR07013410.1
	89406
	-15.20
	GGAAGAACCCCCCTCTTT-CTCCTCT
::|||   | | ||||:| |:|||| 
TTTTC--AGAGCGAGAGACGGGGAGT
	2.75E-3

	rno_miR_128_3p
	AABR07013410.1
	89385
	-15.10
	GAAGCCACCATGGCTGGCTGTGG
:|||  |||  || | :|||||:
TTTCTCTGG--CCAAGTGACACT
	2.75E-3

	rno_miR_150_5p
	AABR07013410.1
	100595
	-20.20
	GACTGGAAGGAGAGG-AGGGAGG
 ||||| | :|| ||  |||||:
GTGACCATGTTC-CCAACCCTCT
	2.99E-3

	rno_miR_128_3p
	AABR07013410.1
	100606
	-17.20
	GAGGAGGGAGG-GGACTGTGT
:|:|||:  ||   |||||| 
TTTCTCTGGCCAAGTGACACT
	2.99E-3

	rno_miR_423_5p
	AABR07013410.1
	1254
	-14.50
	CTTCCCCTC-C-CCCTTCCCCTCT
      ||| | | || |||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	3.3E-3

	rno_miR_423_5p
	AABR07013410.1
	110244
	-16.20
	GGGAGACTTTTCTCTCT-CTCTTTT
:::|| ||:  |||||| |:|:|: 
TTTTCAGAG-CGAGAGACGGGGAGT
	3.45E-3

	rno_miR_423_5p
	AABR07013410.1
	35359
	-19.20
	TCCCATCTT-CTCCCCCGCCCCTCC
     |||: ||| |  ||||||| 
TTTTCAGAGCGAGAG-ACGGGGAGT
	3.92E-3

	rno_miR_423_5p
	AABR07013410.1
	61990
	-15.50
	CTCTACCTT-CTCTTCCTCCCTCT
      ||: ||||:  :||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	4.29E-3

	rno_miR_423_5p
	AABR07013410.1
	84875
	-13.00
	CCCCTTCCCGTCC-C--CCCCTCC
     || ||  | |  |||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	4.45E-3

	rno_miR_423_5p
	AABR07013410.1
	21429
	-20.30
	TTTGGTCCTC-CTC-CTCCCTCTCA
   :||| || ||| || ||:||||
TTTTCAG-AGCGAGAGACGGGGAGT
	5.58E-3

	rno_miR_423_5p
	AABR07013410.1
	27267
	-15.00
	GAGGGACTAGC--AGAGCTCCTCC
:|::| || ||     ||:|||| 
TTTTCAGAGCGAGAGACGGGGAGT
	6.27E-3

	rno_miR_423_5p
	AABR07013410.1
	108786
	-17.40
	ATGTTATCCACTTTCT-CCCCTCT
          ||:||| |||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	6.27E-3

	rno_miR_423_5p
	AABR07013410.1
	7618
	-24.90
	TCCTCTCTTGCTCTTTTGCTCTTCC
     |||:|||||:| ||:|:|| 
TTTTCAGAGCGAGAGA-CGGGGAGT
	6.86E-3

	rno_miR_423_5p
	AABR07013410.1
	7626
	-22.40
	TGCTCTTTTGCTCTT--CCCCTCT
     |:|:|||||:  |||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	6.86E-3

	rno_miR_423_5p
	AABR07013410.1
	7635
	-15.70
	GCTCTTCCC-CTCTT-CCCCCTTA
     || | ||||:  |||||:|
TTTTCAGAGCGAGAGACGGGGAGT
	6.86E-3

	rno_miR_423_5p
	AABR07013410.1
	80168
	-24.00
	TTCTGTCTT-CTCTCCACCCCTCC
    ||||: |||||  |||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7.75E-3

	rno_miR_423_5p
	AABR07013410.1
	16978
	-13.70
	CCCACACCCCCTC-CT-TCCCTCA
          ||| || :||||||
TTTTCAGAGCGAGAGACGGGGAGT
	7.91E-3

	rno_miR_423_5p
	AABR07013410.1
	31417
	-14.00
	AGATGTAGAATTTTCAGCTCCTCC
          :|:|| ||:|||| 
TTTTCAGAGCGAGAGACGGGGAGT
	8.61E-3

	rno_miR_423_5p
	AABR07013410.1
	43644
	-13.40
	TCGTATCAAAGCACTT--TCCCTCA
     ||   || ||:  :||||||
TTTTCAG-AGCGAGAGACGGGGAGT
	8.7E-3

	rno_miR_423_5p
	AABR07013410.1
	7724
	-18.90
	TTCTACTTCTCTCCCTGTCTCTCC
      :|| ||| |||:|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	8.89E-3

	rno_miR_423_5p
	AABR07013410.1
	21793
	-14.40
	GCAGGTC-CAAACCCT-CCCCTCC
   :||| |   | || |||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	8.98E-3

	rno_miR_423_5p
	AABR07013410.1
	44775
	-18.80
	GAAAGGAAGGCAATGACTGTCCCTCC
:||||    ||     |||:||||| 
TTTTCAGAGCG--AGAGACGGGGAGT
	9.68E-3

	rno_miR_423_5p
	AABR07017512.1
	53883
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	1E-5

	rno_miR_423_5p
	AABR07017512.1
	53887
	-20.70
	CTCTCTCTCTCTCTCT-CTCTTCT
     |||| |||||| |:|:|| 
TTTTCAGAGCGAGAGACGGGGAGT
	1E-5

	rno_miR_423_5p
	AABR07017512.1
	73643
	-15.30
	CTTCCTCTT-CTTCCTCCTCCTCG
     |||: ||  || |:||||:
TTTTCAGAGCGAGAGACGGGGAGT
	5.3E-5

	rno_miR_423_5p
	AABR07017512.1
	73581
	-14.60
	TCTTCCCTTCCTC-CTCCTCCTCT
      ||: ||| || |:|||| 
TTTTCAGAGCGAGAGACGGGGAGT
	1.42E-4

	rno_miR_423_5p
	AABR07017512.1
	73588
	-17.50
	TTCCTCCTC-CTCCTCTTCTCCTCC
      ||| ||| ||| |:|||| 
TTTTCAGAGCGAG-AGACGGGGAGT
	1.42E-4

	rno_miR_423_5p
	AABR07017512.1
	73591
	-17.50
	CTCCTCCTC-CTCTTCTCCTCCTCC
      ||| |||| || |:|||| 
TTTTCAGAGCGAGA-GACGGGGAGT
	1.42E-4

	rno_miR_423_5p
	AABR07017512.1
	73623
	-12.40
	ATCCTTTTC-CTCCTCTTCTTCTTC
     |:|| ||| ||| |::||: 
TTTTCAGAGCGAG-AGACGGGGAGT
	1.42E-4

	rno_miR_423_5p
	AABR07017512.1
	13732
	-17.70
	TTGACTCTCAC-CTCCCTCCCTCC
     |||| | |||  :||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	3.2E-4

	rno_miR_423_5p
	AABR07017512.1
	76354
	-19.70
	CTCCCTCTCCCTCTCCCTCTCCCTCT
     |||| |||||    :||||| 
TTTTCAGAGCGAGAG--ACGGGGAGT
	3.72E-4

	rno_miR_423_5p
	AABR07017512.1
	76360
	-19.70
	CTCCCTCTCCCTCTCCCTCTCCCTCT
     |||| |||||    :||||| 
TTTTCAGAGCGAGAG--ACGGGGAGT
	3.72E-4

	rno_miR_423_5p
	AABR07017512.1
	76366
	-19.90
	CTCCCTCTCCCTCTCCCTCTCCTCT
     |||| |||||   |:|||| 
TTTTCAGAGCGAGAG-ACGGGGAGT
	3.72E-4

	rno_miR_423_5p
	AABR07017512.1
	99649
	-18.30
	TCACATTTCTGCTC--AGCCTCTCC
     |:|| ||||   |||:||| 
TTTTCAGAG-CGAGAGACGGGGAGT
	4.72E-4

	rno_miR_423_5p
	AABR07017512.1
	99654
	-17.90
	TTTCTGCTCAGC-CTCT--CCCTCA
      ||| || ||||  ||||||
TTTTCAGAG-CGAGAGACGGGGAGT
	4.72E-4

	rno_miR_423_5p
	AABR07017512.1
	99682
	-14.70
	TGCCCTCAGGACCT-TGCCTCTCA
     ||  |  || ||||:||||
TTTTCAGAGCGAGAGACGGGGAGT
	4.72E-4

	rno_miR_423_5p
	AABR07017512.1
	48024
	-13.00
	CACCATCATC-ATC-CTCCTCCTCA
     || ||  || || |:|||||
TTTTCAG-AGCGAGAGACGGGGAGT
	1.42E-3

	rno_miR_423_5p
	AABR07017512.1
	75364
	-20.80
	CTCCCTCTC-CTCTCTTTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	1.57E-3

	rno_miR_423_5p
	AABR07017512.1
	75371
	-19.30
	TCCTCTCTTTCTCTCTCTTCCTCC
     |||: |||||| ::|||| 
TTTTCAGAGCGAGAGACGGGGAGT
	1.57E-3

	rno_miR_423_5p
	AABR07017512.1
	75409
	-14.00
	CACCTTCTAGTATTTC--CCCCTCC
     ||| |: |:||  |||||| 
TTTTCAGAGCG-AGAGACGGGGAGT
	1.57E-3

	rno_miR_423_5p
	AABR07017512.1
	86473
	-13.50
	CTGAG-CTAAATCCCCAACCCCTCT
  :|| ||   || |   |||||| 
TTTTCAGAGCGAGAG-ACGGGGAGT
	2.06E-3

	rno_miR_423_5p
	AABR07017512.1
	11839
	-14.70
	GAAAG--ACACTC-CTCCCTCTCC
:||||   | ||| || ||:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	2.94E-3

	rno_miR_423_5p
	AABR07017512.1
	11844
	-16.10
	ACACTCCTCCCTCTCCACTCCCCA
      ||| |||||  |:|| ||
TTTTCAGAGCGAGAGACGGGGAGT
	2.94E-3

	rno_miR_423_5p
	AABR07017512.1
	87335
	-18.30
	TTCAGT--AGTCCCCTGTCCCTTG
   |||   |  | |||:||||: 
TTTTCAGAGCGAGAGACGGGGAGT
	3.79E-3

	rno_miR_423_5p
	AABR07017512.1
	75162
	-22.20
	TCACGTCCC-CTCTCT-CCCCTTT
    ||| | |||||| |||||: 
TTTTCAGAGCGAGAGACGGGGAGT
	4.25E-3

	rno_miR_423_5p
	AABR07017512.1
	75178
	-19.50
	CCCTTTCTTTC-CTCTTCCCCTCC
     |||: | |||| |||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	4.25E-3

	rno_miR_150_5p
	AABR07017512.1
	32594
	-12.50
	ATTTGAGGCTTGCTTTTTGGGAGA
  :||  :|  |    ||||||||
GTGACCATGTTC--CCAACCCTCT
	4.57E-3

	rno_miR_423_5p
	AABR07017512.1
	27834
	-16.30
	AGATGTAGAGCTGTCAGCTCCTTC
         ||| || ||:|||: 
TTTTCAGAGCGAGAGACGGGGAGT
	4.66E-3

	rno_miR_423_5p
	AABR07017512.1
	25670
	-12.00
	CTTCCCTTCCCTTCCCTTCCCTCC
      :|| ||  |  :||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	5.91E-3

	rno_miR_423_5p
	AABR07017512.1
	25684
	-13.00
	CCTTCCCTC-CTTTCT-TCTTTCT
      ||| ||:||| :|::|| 
TTTTCAGAGCGAGAGACGGGGAGT
	5.91E-3

	rno_miR_423_5p
	AABR07017512.1
	21547
	-17.00
	GCAGG-CTGGC-CT-TGCTTCTCT
  |:| || || || |||::||| 
TTTTCAGAGCGAGAGACGGGGAGT
	6.08E-3

	rno_miR_423_5p
	AABR07017512.1
	75231
	-13.70
	TTCCCTATC-CCCTCT-TCCCTCT
       || | |||| :||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	6.79E-3

	rno_miR_423_5p
	AABR07017512.1
	75238
	-19.60
	TCCCCTCTTCCCTCTTAGCTCCTCC
     ||| | ||||: ||:|||| 
TTTTCAGA-GCGAGAGACGGGGAGT
	6.79E-3

	rno_miR_423_5p
	AABR07017512.1
	75256
	-18.90
	CTCCTCCTTCTTCTCTTCCCCCTCC
      ||: :|||||  |||||| 
TTTTCAGAGCGAGAGA-CGGGGAGT
	6.79E-3

	rno_miR_423_5p
	AABR07017512.1
	79744
	-16.10
	TCTTGGCTGCCTCTC-CTCCCTCA
          |||||  :||||||
TTTTCAGAGCGAGAGACGGGGAGT
	7.75E-3

	rno_miR_423_5p
	AABR07017512.1
	36224
	-20.30
	TCTGTCTTTG-TCTCTGTCTCTCT
      :|:| ||||||:|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	8.43E-3

	rno_miR_423_5p
	AABR07017512.1
	65657
	-18.00
	CAGAG--ATGGTCTCCAGCCTCTCA
 |:||   :| ||||  |||:||| 
TTTTCAGAGCGAGAG-ACGGGGAGT
	9.57E-3

	rno_miR_423_5p
	AABR07036532.1
	22544
	-12.10
	GTGTGTGTGTGT-GTTTGTCTGTCA
    || | :|:  |:||:|: |||
TTTTCAGA-GCGAGAGACGGGGAGT
	0E0

	rno_miR_423_5p
	AABR07036532.1
	91762
	-12.70
	TACAGTCCTTCCATCT-CCTCTTC
   ||||      ||| ||:||: 
TTTTCAGAGCGAGAGACGGGGAGT
	0E0

	rno_miR_423_5p
	AABR07036532.1
	22256
	-21.30
	CTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	9E-6

	rno_miR_423_5p
	AABR07036532.1
	24765
	-24.00
	GTCTGTCTCTCTCTCTCTCTCTCT
    ||||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	2E-5

	rno_miR_423_5p
	AABR07036532.1
	24769
	-21.30
	GTCTCTCTCTCTCTCTCTCTCTCT
     |||| |||||| :|:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	2E-5

	rno_miR_423_5p
	AABR07036532.1
	24777
	-18.80
	CTCTCTCTCTCTCTCTTTCTTTCT
     |||| |||||| :|::|| 
TTTTCAGAGCGAGAGACGGGGAGT
	2E-5

	rno_miR_423_5p
	AABR07036532.1
	24793
	-14.00
	TTCTTTCTTTCTTTCTTTCTTTCT
     |||: ||:||| :|::|| 
TTTTCAGAGCGAGAGACGGGGAGT
	2E-5

	rno_miR_423_5p
	AABR07036532.1
	24801
	-14.00
	TTCTTTCTTTCTTTCTTTCTTTCT
     |||: ||:||| :|::|| 
TTTTCAGAGCGAGAGACGGGGAGT
	2E-5

	rno_miR_423_5p
	AABR07036532.1
	24809
	-14.00
	TTCTTTCTTTCTTTCTTTCTTTCT
     |||: ||:||| :|::|| 
TTTTCAGAGCGAGAGACGGGGAGT
	2E-5

	rno_miR_423_5p
	AABR07036532.1
	24813
	-14.00
	TTCTTTCTTTCTTTCTTTCTTTCT
     |||: ||:||| :|::|| 
TTTTCAGAGCGAGAGACGGGGAGT
	2E-5

	rno_miR_423_5p
	AABR07036532.1
	24821
	-14.00
	TTCTTTCTTTCTTTCTTTCTTTCT
     |||: ||:||| :|::|| 
TTTTCAGAGCGAGAGACGGGGAGT
	2E-5

	rno_miR_423_5p
	AABR07036532.1
	22222
	-20.70
	CATTCTCTCTCTCTCT-CTCTTCT
     |||| |||||| |:|:|| 
TTTTCAGAGCGAGAGACGGGGAGT
	2.2E-5

	rno_miR_423_5p
	AABR07036532.1
	92653
	-15.70
	CCACTTCCAGCCATCTCTCCCTCC
     ||  ||  ||| :||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	9.7E-5

	rno_miR_423_5p
	AABR07036532.1
	92680
	-20.80
	CTCTCCCTCCCTCTCTCTCCCCTTC
      ||| ||||||  |||||: 
TTTTCAGAGCGAGAGA-CGGGGAGT
	9.7E-5

	rno_miR_423_5p
	AABR07036532.1
	92690
	-21.90
	CTCTCTCTCCCCTTCCTGCTCCTCC
     ||||  ||  ||||:|||| 
TTTTCAGAG-CGAGAGACGGGGAGT
	9.7E-5

	rno_miR_423_5p
	AABR07036532.1
	24316
	-18.80
	GAAATTCT-GC-CTTTGATCCTTCA
:||| ||| || ||:|| :||:|||
TTTTCAGAGCGAGAGAC-GGGGAGT
	1.75E-4

	rno_miR_423_5p
	AABR07036532.1
	80833
	-16.30
	ACCTCCCTCCCTC-CT-CCCTTCC
      ||| ||| || |||:|| 
TTTTCAGAGCGAGAGACGGGGAGT
	3.74E-4

	rno_miR_423_5p
	AABR07036532.1
	80848
	-14.60
	CCCTTCCTTCCTC-CTTCCTCTCC
      ||: ||| || ||:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	3.74E-4

	rno_miR_423_5p
	AABR07036532.1
	80855
	-19.40
	TTCCTCCTTCCTCTC-CCCCCTCT
      ||: |||||  |||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	3.74E-4

	rno_miR_423_5p
	AABR07036532.1
	80870
	-21.60
	CCCCCTCTCTGTTCTC-ACCCCTTC
     |||| |:||||  |||||: 
TTTTCAGAG-CGAGAGACGGGGAGT
	3.74E-4

	rno_miR_423_5p
	AABR07036532.1
	22360
	-20.00
	TCCCTCCTCCTTTCTCT-CCCCTCC
      |||  :||||| |||||| 
TTTTCAGAG-CGAGAGACGGGGAGT
	3.85E-4

	rno_miR_423_5p
	AABR07036532.1
	22282
	-15.40
	CTCCCTCTCTCCCTTCCCTCCTCT
     |||| | ||:  |:|||| 
TTTTCAGAGCGAGAGACGGGGAGT
	5.3E-4

	rno_miR_423_5p
	AABR07036532.1
	8559
	-19.30
	CGCTCACTTGCTTCC-GTCCCTTT
      ||:|||  | |:||||: 
TTTTCAGAGCGAGAGACGGGGAGT
	7.4E-4

	rno_miR_423_5p
	AABR07036532.1
	10532
	-19.50
	CACAGCCTC-ATCTCTCCCTCTCC
   || |||  ||||| ||:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	7.45E-4

	rno_miR_423_5p
	AABR07036532.1
	48123
	-19.60
	TTCTCCTTC-TTCTCTTCCCCTCC
      :|| :||||| |||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	1.24E-3

	rno_miR_423_5p
	AABR07036532.1
	48136
	-15.90
	CTTCCCCTCCCCCTCTC-CCTCCTCC
      |||   |||||  |:|||| 
TTTTCAGAG--CGAGAGACGGGGAGT
	1.24E-3

	rno_miR_423_5p
	AABR07036532.1
	74835
	-13.70
	CATGG-CCAGCTTTT--CCTCTCT
   :| |  |||:|:  ||:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	1.3E-3

	rno_miR_423_5p
	AABR07036532.1
	74841
	-20.60
	CAGCTTTTC-CTCTCTTCCTCTCT
     |:|| |||||| ||:||| 
TTTTCAGAGCGAGAGACGGGGAGT
	1.3E-3

	rno_miR_423_5p
	AABR07036532.1
	74848
	-18.70
	TCCTCTCTTCCTCTCTTCTTCTCT
     |||: |||||| |::||| 
TTTTCAGAGCGAGAGACGGGGAGT
	1.3E-3

	rno_miR_423_5p
	AABR07036532.1
	41245
	-14.90
	AGAAGGACGGCT-TCT-CCCTTTC
|:|||    ||| ||| |||:|: 
TTTTCAGAGCGAGAGACGGGGAGT
	1.5E-3

	rno_miR_423_5p
	AABR07036532.1
	19026
	-17.20
	TCCCCTCTC-CCTTCT-CCCCTTC
     |||| | :||| |||||: 
TTTTCAGAGCGAGAGACGGGGAGT
	1.72E-3

	rno_miR_423_5p
	AABR07036532.1
	19033
	-13.00
	TCCCTTCTC-C-C-CT-TCCCTCT
     |||| | | || :||||| 
TTTTCAGAGCGAGAGACGGGGAGT
	1.72E-3

	rno_miR_150_5p
	AABR07036532.1
	83386
	-19.20
	TATTGGATATGAG--AGGGGAGA
:|:||| ||  ||    ||||||
GTGACC-ATGTTCCCAACCCTCT
	2.08E-3

	rno_miR_423_5p
	AABR07036532.1
	77497
	-22.60
	CAGAGTTTCCCCTCTCT-CCTCTCC
   |||:||  |||||| ||:||| 
TTTTCAGAG-CGAGAGACGGGGAGT
	2.59E-3

	rno_miR_423_5p
	AABR07036532.1
	77511
	-20.30
	TCTCCTCTC-CTC--AGTCCCTCA
     |||| |||   |:||||||
TTTTCAGAGCGAGAGACGGGGAGT
	2.59E-3

	rno_miR_423_5p
	AABR07036532.1
	77522
	-17.90
	CAGTCCCTCACCCCAGCTGCCTCTCT
      ||| | |   |||||:||| 
TTTTCAGAGCGAG--AGACGGGGAGT
	2.59E-3

	rno_miR_423_5p
	AABR07036532.1
	77560
	-19.40
	CCTCCACTC-CTCCTCTTCCCTTCA
      ||| ||| ||| |||:|||
TTTTCAGAGCGAG-AGACGGGGAGT
	2.62E-3

	rno_miR_423_5p
	AABR07036532.1
	2597
	-15.60
	CTCCATTTC-CTC-CTTCTCCTCT
     |:|| ||| || |:|||| 
TTTTCAGAGCGAGAGACGGGGAGT
	2.75E-3

	rno_miR_423_5p
	AABR07036532.1
	78404
	-13.60
	TTCTTCCTCCACTTTTAATCCCTCC
      |||  ||:|:  :||||| 
TTTTCAGAG-CGAGAGACGGGGAGT
	3.14E-3

	rno_miR_423_5p
	AABR07036532.1
	80790
	-19.50
	CAATCCCTTGC-CTCCGTCCCCCTCC
      ||:|| |||    |||||| 
TTTTCAGAGCGAGAG--ACGGGGAGT
	3.54E-3

	rno_miR_423_5p
	AABR07036532.1
	80797
	-15.10
	TTGCCTC-CGTCCCCCT-CCCCTCC
     || ||  |  || |||||| 
TTTTCAGAGCGAG-AGACGGGGAGT
	3.54E-3

	rno_miR_423_5p
	AABR07036532.1
	10758
	-13.70
	AAAATGC-CACTCTCTTCTCTTTT
||||  | | |||||| |:|:|: 
TTTTCAGAGCGAGAGACGGGGAGT
	4.21E-3

	rno_miR_423_5p
	AABR07036532.1
	67375
	-13.90
	CTGAG-CTAAATCCCCAGCCCCCCA
  :|| ||   || |  ||||| ||
TTTTCAGAGCGAGAG-ACGGGGAGT
	4.41E-3

	rno_miR_423_5p
	AABR07036532.1
	68086
	-15.50
	CTGAG-CTAAATCCCCAGCCCCTTG
  :|| ||   || |  ||||||: 
TTTTCAGAGCGAGAG-ACGGGGAGT
	4.66E-3

	rno_miR_423_5p
	AABR07036532.1
	27638
	-14.90
	ATTCCCCTC-CTCCCTCCCTCTTG
      ||| ||| || ||:||: 
TTTTCAGAGCGAGAGACGGGGAGT
	4.71E-3

	rno_miR_423_5p
	AABR07036532.1
	33431
	-14.90
	ATTCCCCTC-CTCCCTCCCTCTTG
      ||| ||| || ||:||: 
TTTTCAGAGCGAGAGACGGGGAGT
	4.71E-3

	rno_miR_423_5p
	AABR07036532.1
	89887
	-15.00
	GTTTCATATGC-CTGCCTGCCTTTCT
        :|| ||  |||||::|| 
TTTTCAGAGCGAGA--GACGGGGAGT
	5.69E-3

	rno_miR_423_5p
	AABR07036532.1
	89907
	-17.40
	TTTCTTCTC-TTCTCCTGTCTGTCT
     |||| :|||| ||:|: || 
TTTTCAGAGCGAGAG-ACGGGGAGT
	5.69E-3

	rno_miR_423_5p
	AABR07036532.1
	89912
	-19.80
	TCTCTTCTC-CTGTCTGTCTGTCT
     |||| || ||||:|: || 
TTTTCAGAGCGAGAGACGGGGAGT
	5.69E-3

	rno_miR_423_5p
	AABR07036532.1
	89927
	-18.50
	GTCTGTCT-GTCCATCTGTCCGTCT
    |||| |  | ||||:|| || 
TTTTCAGAGCGAG-AGACGGGGAGT
	5.69E-3

	rno_miR_423_5p
	AABR07036532.1
	69037
	-18.10
	GGAAGTGAACGTTCT-AGCTTTTCA
::||||   ||:|||  ||:::|||
TTTTCA-GAGCGAGAGACGGGGAGT
	6.08E-3

	rno_miR_423_5p
	AABR07036532.1
	88463
	-16.40
	TGTCTAACTGCAAGATCTGACACCCTCA
        :||    ||||   ||||||
TTTTCAGAGCG--AGAGAC--GGGGAGT
	6.66E-3

	rno_miR_423_5p
	AABR07036532.1
	795
	-24.90
	CATCATCTCGCTCTCT--CTCTCG
     |||||||||||  |:|||:
TTTTCAGAGCGAGAGACGGGGAGT
	6.79E-3

	rno_miR_423_5p
	AABR07036532.1
	807
	-27.60
	CTCTCTCTCGCTCTCT-CCTCTTC
     ||||||||||| ||:||: 
TTTTCAGAGCGAGAGACGGGGAGT
	6.79E-3

	rno_miR_423_5p
	AABR07036532.1
	815
	-21.20
	CGCTCTCTC-CTCTTCTCCTCTCA
     |||| ||||:  ||:||||
TTTTCAGAGCGAGAGACGGGGAGT
	6.79E-3

	rno_miR_423_5p
	AABR07036532.1
	91424
	-15.60
	TACCCCCTC-CCATCT-CCCTTCA
      ||| |  ||| |||:|||
TTTTCAGAGCGAGAGACGGGGAGT
	7.14E-3

	rno_miR_423_5p
	AABR07036532.1
	51508
	-13.30
	CATCGTCATC-CT-TCT-TTCCTCA
    ||| || || ||| ::|||||
TTTTCAG-AGCGAGAGACGGGGAGT
	7.51E-3



