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Signal G:853 A:1089 T:1283 C:1280
Lane: 5    Base spacing: 14.33
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CAA CA CA C A G T C AC C AC C AC C ACCC AA GGGGGA G AA C TT C AC C G A AA C T G A C A TT AA G AT GA T GG AG C G A G TTG T GG A GC AAA T G T G C A T C AC C C A G T A CCA G A
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C A T G G G GC T G A C C AT G C A C T CC T CG G TT G CA C GA C AC C TC A TC


