
File: 907-6M-RPLN_86-F_2023-11-18_A07.ab1
Comment: amy.nalls#893424#
950 bases in 11511 scans

Run Ended:  Nov 18, 2023, 6:07:36
Sample: 907-6M-RPLN_86-F
Page 1 of 2

Signal G:231 A:217 T:431 C:463
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