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Signal G:197 A:207 T:359 C:376
Lane: 34    Base spacing: 15.38
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G G GAT T G TATTTTTAA T G G G CATAT G AT G C T G ACAC C C T C T T TAT T T T GCA GATA A GT CAT CA T G G T G AAAA GC CACA T A G G CA GC T G G AT C C TA G T TC TC T T T G
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T G GC CA T G T G G A GT G AC G T G G G C C T C TG CAAG AA GC G ACCA AA AC C T G G AG G AG G AT G G AACAC T G G G G G G AGC C G ATAC C C G G G ACAG GG AA GTC C T G G AG G CA
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AAC C G C TAT C CAC C T CAG GG AG G G G GT G GC T G G G G TCA GC C CC AT G G AG G T G GC T G G G GC CAAC C T CAT G G AG G T G GC T G G G GT CA GC C C CA T G G T G G T G G C T G G G
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G G GC AG C C AC AT G G T G G T G G AG GC T G GG G T CAC G G T G GT AC C C A C A GT CA GT G G AAC AA G C C C A G T AA AC CA A AA ACCAA CA T G AA G CAT GT G G C A G G AG C T GC T
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GC C GC T G G A GC A GT G GT A G G G G GC C T T G GT G G CT ACAT G C T G G G A A GT GC CA T G A G C A G AC CT C T T AT AC AT T T T G GCA AC G ACT AT G AG G AC C GT T ACT AT C G
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GT G A AA ACA T GT AC C GT T AC C C CA AC CA A GT GT AC TA C A G GC CA GT G G AT CA GT AT A AT A AC C A GA A CAC CT T T GT GC AT G ACT GT GT CA ACAT C ACA GT CA A G C A
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630 640 650 660 670 680 690 700 710 720 730

AAC A C ACA GT CAC CAC C AC C AC C A AG G G G GAG AACT T C AC C GA AA CT G ACAT T A A GAT G AT G G AG C GA GTT GT G G A GCAA AT GT G C AT C AC C CA G T A CC A G AG A GA
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A AT CC C A G GCT T AT T AC C AAA G AG G G GCA AG T GT GAT C C T CT T CT C CT C C C CTC C T GT G AT CC T CC T C AT C T C TTT CC T CA TT T TT CT CA T A GT A G G AT A GAG GCA
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AA C CT T CC T G TT TT CATT AT C TT C TTAA T C T TT A CCA G GTT G G G G G A G G G A GT AT C T AC C T G C AG CCCT G T AG T GG T G T GT C T CA T T C T GCTTCTCT C T T G T

940 950

T ACCT GT AT GCT A TA CA


