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C CAG AA A CAA A A A CA A CA T GA AT G CAG G A ACT A TA GAA CA A T AA ACG T TGC T A T A CC T C T T AA GATT TGCA A A C C A A CAG CA AGA AAACCCC A G G AA TA TA ACT

0 720 730 740 750 760 770 780 790 800 8

T AA GCTA A A A A T TA C A AT T C A AA C C CACAT TA C C A A C C T CA ATC G TTC AC T A GG CA G A CT A C T A GC GC CA G C CT TGG AT T A A G CA C CT G CTCTG A CAT C

810 820 830 840 850 860 870 880 890 900 910

C C CC ATCC TTTA CGCTT G AT T ATT CA TAGG GGTATTGGA GGC TAC CTT TTC TC A C C G A A A A T G C A C C TG A A TTCAA T TT AT CCATG C C T C TA ACAT T AT AT A G G AT C T

920 930 940 950 960 970 980 990 1000
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